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tttgccattc atctccagag aattatgttt ttatcttttg ctttttcctc cccccaggtt 18 0 
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acgagagaaa 
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tcaaagatgg 


ttcttttatc 


acactacgga 


gtcgatggtt 
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cagtttcatg 


aacccttgga 


ccaaggaagt 


agaatatatt 


gtctcaacta 


acactgttgt 
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tttagccaac 


gtcctggaag 


gcggggaccc 


aaccttccca 


cagctcacag 


catcccccca 
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cagcatggac 


agcatgctgc 


cctctggaga 


aggtggccca 


aagaggaccc 


accccactgt 


1440 


tccagggatt 


ccagggggaa 


cccgggctgg 


ggcaggaaaa 


ataggccgaa 


tgattgctga 
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ggaaatcatg 


gaaatccaca 


ggataagagg 


gtcattgcgt 


tctagctgtg 


gctccagccc 
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attgaacatc 


acgagtacgc 


ctccccctga 


tgcctcttct 


ccaggaggca 


agaagatttt 
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aaatggaggg 


actccagaca 


ttccttccag 


tggcctacta 


tcaggccagg 


ctcaggagaa 


1680 


cccaggttat 


ccatattctg 


atagttcttc 


tattcttggt 


gagaaccccc 


acataggtat 


1740 


agacatgatt 


gacaacgacc 


aaggatcaag 


tagtcccagt 


aatgatgagg 


cagcaatggc 


1800 


tgtcatcatg 


agcctcttgg 


aagcagatgc 


tggactgggt 


ggccctgttg 


actttagtga 


1860 


cttgccatgg 


ccgctgtaaa 


cantacatgt 


tgctttggca 


acagcctata 


gtatcaaagt 


1920 


gcattactgg 


tggagtttta 


cagtctgtga 


agcttactgg 


ataaggagag 


aatagctttt 


1980 


atgtactgac 


ttcataaaag 


ccatctcaga 


gccattgata 


caagtcaatc 


ttactatatg 


2040 


taacttcaga 


caaagtggaa 


ctaagcctgc 


tccagtgttt 


cctcatcatt 


gattattggg 


2100 


ctagctgtgg 


atagcttgca 


ttaattgtat 


attttggatt 


ctgtttgtgt 


tgaatttttt 


2160 


aatcattgtg 


cacagaagca 


tcattggtag 


cttttatatg 


caaatggtca 


tttcagatgt 


2220 


atggtgtttt 


tacactacaa 


agaagtcccc 


catgtggata 


tttcttatac 


taattgtatc 


2280 


ataaagccgt 


ttattcttcc 


ttgtaagaat 


cctttactat 


aaatatgggt 


taaagtataa 


2340 


tgtactagac 


agttaaatat 


ttttaataaa 


tgtttccctt 


gttctataaa 


aaaaaaaaaa 


2400 


aaaaaaaaaa 


aanattcgtg 


cggccgctag 
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gaattccggg 


ccggaaaaac 


tgcatagaaa 


atttaatgga 


tgaagatgag 


aaagacagag 


60 


ccaagagagc 


ttctcgaaac 


aagtctgaga 


agaagcgtcg 


ggaccagttc 


aatgttctca 


120 


tcaaagagct 


cagttccatg 


ctccctggca 


acacgcggaa 


aatggacaaa 


accaccgtgt 


180 


tggaagaggt 


catcggattt 


ttgcagaaac 


acaatgaagt 


ctcagcgcaa 


acggaaatct 


240 


gtgacattca 


gcaagactgg 


aagccttcat 


tcctcagtaa 


tgaagaattc 


acccagctga 


300 


tgttggaggc 


attagatggc 


ttcattatcg 


cagtgacaac 


agacggcagc 


atcatctatg 


360 


tctctgacag 


tatcacgcct 


ctccttgggc 


atttaccgtc 


ggatgtcatg 


gatcagaatt 


420 


tgttaaattt 


cctcccagaa 


caagaacatt 


cagaagttta 


taaaatcctt 


tcttcccata 


480 


tgcttgtgac 


ggattccccc 


tccccagaat 


acttaaaatc 


tgacggcgat 


ttagagtttt 


540 


attgccatct 


tctcagaggc 


agcttgaacc 


caaaggaatt 


tccaacttat 


gaatacataa 


600 


aatttgtagg 


aaattttcgc 


tcttacaaca 


atgtgcctag 


cccctcctgt 


aatggttttg 


660 


acaacaccct 


ttcaagacct 


tgccgggtgc 


cactaggaaa 


ggaggtttgc 


ttcattgcca 


720 


ccgttcgtct 


ggcaacacca 


caattcttaa 


aggaaatgtg 


catagttgac 


gaacctttag 


780 


aggaattcac 


ttcaaggcat 


agcttggaat 


ggaaattttt 


atttctggat 


cacagagcac 


840 


ctccaatcat 


aggatacctg 


ccttttgaag 


tgctgggaac 


ctcaggctat 


gactactacc 


900 


acattgatga 


cctggagctc 


ctggccaggt 


gtcaccagca 


cctgatgcag 


tttggcaaag 


960 


ggaagtcgtg 


ttgctaccgg 


tttctgacca 


aaggtcagca 


gtggatctgg 


ctgcagactc 


1020 


actactacat 


cacctaccat 


cagtggaact 


ccaagcccga 


gttcatcgtg 


tgcacacact 


1080 


cggtggtcag 


ttacgcagat 


gtccgggtgg 


aaaggaggca 


ggagctggct 


ctggaagacc 


1140 


cgccatccga 


ggccctccac 


tcctcagcac 


taaaggacaa 


gggctcaagc 


ctggaacctc 


1200 


ggcagcactt 


taacgcactc 


gacgtgggtg 


cctcgggcct 


taataccagt 


cattcgccat 


1260 


cggcgtcctc 


aagaagttcc 


cacaaatcct 


cgcacacagc 


catgtcagaa 


cccacctcca 


1320 


ctcccaccaa 


gctgatggca 


gaggccagca 


ccccggcttt 


gccaagatca 


gccaccctgc 


1380 


cccaagagtt 


acctgtcccc 


gggctcagcc 


aggcagccac 


catgccggcc 


cctctgcctt 


1440 


ccccatcgtc 


ctgcgacctc 


acacagcagc 


tcctgcctca 


gaccgttctg 


cagagcacgc 


1500 


ccgctcccat 


ggcacagttt 


tcggcacagt 


tcagcatgtt 


ccagaccatc 


aaagaccagc 


1560 


tagagcagcg 


gacgcggatc 


ctgcaggcca 


atatccggtg 


gcaacaggaa 


gagctccaca 


1620 


agatccagga 


gcagctctgc 


ctggtccagg 


actccaacgt 


ccagatgttc 


ctgcagcagc 


1680 


cagctgtatc 


cctgagcttc 


agcagcaccc 


agcgacctga 


ggctcagcag 


cagctacagc 


1740 


aaaggtcagc 


tgcagtgact 


cagccccagc 


tcggggcggg 


cccccaactt 


ccagggcaga 


1800 


tctcctctgc 


ccaggtcaca 


agccagcacc 


tgctcagaga 


atcaagtgtg 


atatcaaccc 


1860 


agggtccaaa 


gccaatgaga 


agctcacagc 


taatgcagag 


cagcggccgc 


tc 


1912 
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<400> 5 
gaattcccgg 


agaccagcgc 


tgcgggccgc 


ggcggctggg 


gcgaggccag 


ctggcggccc 


60 


cggctctcag 


cccccagagc 


agcacctggg 


aggtcacatc 


ttgcagtccc 


tggatggctt 


120 


tgtgttcgcc 


ttgaaccagg 


aaggaaaatt 


cctctacatc 


tcagagacag 


tctccatcta 


180 


tctgggtctc 


tcacaggtgg 


agatgacggg 


cagcagcgtc 


ttcgactaca 


ttcaccctgg 


240 


ggaccactca 


gaggtgctgg 


agcaactggg 


gctgcggacg 


ccgacgcccg 


gccccccaac 


300 


cccgccctcc 


gtctcctctt 


cctcctcctc 


ttcctcttcg 


cttgcagata 


cccccgagat 


360 


cgaggccagc 


ctcaccaagg 


tgcccccctc 


ctccctggtc 


caggagcgct 


ccttctttgt 


420 


ccgcatgaaa 


tccacgctca 


ccaagagggg 


gctgcacgtc 


aaggcctcag 


ggtacaaggt 


480 


catccacgtg 


actgggcgcc 


ttcgggccca 


cgccctgggc 


cttgtggccc 


tcgggcacac 


540 


gttgcccccg 


gcccccctgg 


ctgagctgcc 


actccatgga 


cacatgatcg 


tcttccgtct 


600 


cagcctgggt 


ctcaccatcc 


ttgcttgtga 


gagcagagtc 


agcgaccaca 


tggacctggg 


660 


gccctcagag 


ctggtgggcc 


gcagctgcta 


ccagtttgtc 


cacggacaag 


acgccacgag 


720 


gatccgccag 


agccacgtgg 


acttgctgga 


caagggtcag 


gtgatgactg 


gttactaccg 


780 


ttggctgcag 


cgtgccgggg 


gcttcgtgtg 


gctgcagtct 


gtggccacag 


tggctgggag 


840 


cgggaagagc 


cccggggagc 


accatgtgct 


ttgggtcagc 


cacgtgctca 


gccaagccga 


900 


gggtggccaa 


actcctttgg 


atgccttcca 


gcttccagcc 


agcgtggcct 


gtgaggaggc 


960 


atccagcccg 


gggccagagc 


ccacagagcc 


ggagcctccg 


acggaaggga 


agcaggctgc 


1020 


cccagcggag 


aacgaggccc 


cccagaccca 


gggcaaacgc 


atcaaagtgg 


agcccggccc 


1080 


gagggaaacc 


aaaggctccg 


aggacagtgg 


cgacgaggat 


ccctccagcc 


acccggccac 


1140 


accgaggccc 


gagttcacct 


ctgtcatccg 


ggcaggggtc 


ctgaagcagg 


atccggtgcg 


1200 


gccatggggc 


ctggcgcctc 


ccggggaccc 


cccgcccacc 


ctcctgcacg 


cgggcttcct 


1260 


gccgccggtg 


gtgcggggcc 


tgtgcacacc 


cggcaccatc 


cgctacggcc 


ccgcggagct 


1320 


gggcctggtg 


tacccgcacc 


tgcagaggct 


gggtccgggc 


cccgcgctcc 


cggaggcctt 


1380 


ttacccgccc 


ctgggcctgc 


cctacccggg 


gcccgcgggc 


accaggctgc 


cgcggaaggg 


1440 


ggactgagga 


ctggcagagc 


tgccggcgcc 


ggaccctgcg 


acaaccgggg 


tcccccagga 


1500 


cagtaggccc 


ggctctgccc 


gtagccctga 


gaattaaacg 


ccggctctcc 


ctgcaaaaaa 


1560 


aaaaaaaaaa 


aaatttcctg 


c 








1581 


<210> 6 

<211> 2148 

<212> DNA 

<213> Homo sapiens 












<400> 6 
ccacgcgtcc 


gacgcccccc 






rfra a a a a rff s 

yi—ctcictcicty u a 


ct^ct^ciy^ctctct 


60 


aaaaatagca 


ggaagatggc 


gcccaccaag 


cccagctttc 


agcaggatcc 


ttccaggcga 


120 


gaacgtttac 


aagcattgag 


aaaggagaaa 


tcccgagatg 


ctgctcgctc 


ccgccgggga 


180 


aaagaaaact 


ttgagttcta 


tgaattggcc 


aagttgttgc 


ctcttcctgc 


agccattacc 


240 


agccagctcg 


acaaggcatc 


catcattcga 


cttacaatta 


gctatctgaa 


aatgagggac 


300 
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tttgctaacc 


agggggaccc 


tccgtggaac 


ttgcgaatgg 


aaggccctcc 


acctaacaca 


360 


tcagtaaaag 


gtgcacagcg 


aaggagaagc 


cccagtgcac 


tagccattga 


agtatttgaa 


420 


gcacatttgg 


gaagccacat 


tttgcagtcc 


ctggatggct 


ttgtatttgc 


actaaatcag 


480 


gaaggaaaat 


ttttgtacat 


ttccgaaaca 


gtctccatct 


acctaggcct 


ctcacaagtg 


540 


gagctgacag 


gcagcagtgt 


ctttgactat 


gtccaccccg 


gagatcacgt 


ggagatggct 


600 


gagcagctgg 


gcatgaagct 


cccccctggg 


cggggtctcc 


tgtcacaggg 


cactgctgag 


660 


gacggagcca 


gctcagcatc 


ttcctcctct 


cagtcggaga 


cccccgagcc 


agtggagtca 


720 


accagcccca 


gtctgctaac 


cactgacaac 


actcttgagc 


gttccttttt 


catccgaatg 


780 


aaatctactc 


tgaccaaacg 


cggtgtgcac 


atcaaatcat 


caggatataa 


ggtgattcac 


840 


ataacaggcc 


ggctacgcct 


gagagtgtcg 


ctgtcccacg 


ggaggaccgt 


ccccagccaa 


900 


atcatgggtc 


tcgtggttgt 


tgcgcatgcc 


ttgcctcccc 


ctacgatcaa 


tgaagtcaga 


960 


attgactgcc 


atatgttcgt 


cactcgagta 


aatatggacc 


tcaatatcat 


ttactgtgaa 


1020 


aataggatta 


gtgattatat 


ggatctgacc 


cctgtagata 


tcgtagggaa 


gagatgctac 


1080 


cacttcatcc 


atgctgaaga 


cgtggagggc 


atcaggcaca 


gtcacttgga 


cttgctgaat 


1140 


aagggtcagt 


gtgtgacaaa 


gtactatcgc 


tggatgcaga 


agaacggagg 


atatatttgg 


1200 


atacagtcca 


gtgccaccat 


agctattaat 


gccaagaatg 


caaatgaaaa 


gaatatcatc 


1260 


tgggtgaatt 


accttcttag 


caatcctgag 


tacaaggaca 


cacccatgga 


catcgcacag 


1320 


ctcccccatc 


tgccggagaa 


aacttccgaa 


tcctcggaga 


catccgactc 


tgagtcagac 


1380 


tctaaagaca 


cctcaggtat 


tacagaggac 


aacgagaact 


ccaagtccga 


cgagaagggg 


1440 


aaccagtccg 


agaacagcga 


agacccggag 


cccgaccgga 


agaagtcggg 


caacgcgtgt 


1500 


gacaacgaca 


tgaactgcaa 


cgacgacggc 


cacagctcca 


gtaacccgga 


cagccgcgac 


1560 


agcgacgaca 


gcttcgagca 


ctcggacttt 


gagaacccca 


aggcgggcga 


ggacggcttc 


1620 


ggtgctctgg 


gcgcgatgca 


gatcaaggtg 


gagcgctacg 


tggagagcga 


gtcggacctg 


1680 


cggctgcaga 


actgcgagtc 


actcacgtcc 


gacagcgcca 


aggactcgga' 


cagcgcaggc 


1740 


gaggcgggcg 


cgcaggcctc 


cagcaagcac 


cagaagcgca 


agaaaaggcg 


gaaacggcaa 


1800 


aagggcggca 


gcgccagccg 


ccggcgcctg 


tccagcgcgt 


cgagcccagg 


cggcctggac 


1860 


gcgggcctgg 


tggagccccc 


gcggctgctg 


tcctccccca 


acagtgcctc 


ggtgctcaag 


1920 




ciyctl_.C.l-.l-.clycl 








OL.yycictv_.L,ci(_. 


198 0 


ccgcccaacc 


gggagatctc 


caggaacgag 


tccccctaca 


gcatgaccaa 


gccccccagc 


2040 


tctgagcact 


tcccgtcccc 


gcagggcggc 


ggcggtgggg 


gtggcggtgg 


cggggggctg 


2100 


cacgtggcca 


ttcccgactc 


ggtcctcacs 


ccgcccggcg 


ccgacggc 




2148 


<210> 7 

<211> 2207 

<212> DMA 

<213> Mus musculus 












<400> 7 
agctaagtcc 


cggagaggac 


agagggcctt 


aggcacacaa 


cctaggggag 


aagcctggag 


60 


caaagcccca 


cagggagggc 


cacatggact 


gggaccaaga 


caggtcgaac 


accgagctgc 


120 
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ggaaggagaa 


gtcgcgggac 


gcggcccgca 


gccggcgcag 


ccaggagacg 


gaggtgctgt 


180 


accagctggc 


gcacactctg 


ccctttgcgc 


gcggcgtcag 


cgcgcacctg 


gacaaggcct 


240 


ccatcatgcg 


cctcacaatc 


agctacctgc 


gcatgcaccg 


cctctgcgca 


gcaggggagt 


300 


ggaaccaggt 


ggaaaaaggg 


ggagagccac 


tggacgcctg 


ctacctgaag 


gccctggagg 


360 


gtttcgtcat 


ggtactcacc 


gccgagggag 


acatggctta 


cctgtcggaa 


aatgtcagca 


420 


agcacctggg 


cctcagtcag 


ctggagctca 


ttggacacag 


tatctttgat 


tttatccatc 


480 


cctgtgacca 


agaggaactt 


caagacgccc 


tgacccccag 


gccgaacctg 


tcaaagaaga 


540 


agctggaagc 


cccaacagag 


cgccactttt 


ccctgcgaat 


gaagagcacg 


ctcaccagca 


600 


gagggcgcac 


gctcaacctc 


aaagcggcca 


cctggaaggt 


gctgcactgc 


tcaggacata 


660 


tgagggccta 


caagccccct 


gcacagactt 


cccctgccgg 


gagccctcgc 


tccgagcctc 


720 


ccctgcaatg 


cctggtgctt 


atctgtgaag 


ccatccccca 


cccagccagt 


ctggagcccc 


780 


cgctgggccg 


aggggccttt 


ctcagtcgcc 


acagcctgga 


catgaagttc 


acatactgcg 


840 


acgagaggat 


tgcagaagtt 


gctggctaca 


gtcctgatga 


cctgattggc 


tgttctgcct 


900 


atgaatacat 


ccacgctttg 


gactctgatg 


cggtcagcag 


gagcatccac 


actttgttga 


960 


gcaagggcca 


ggcagtaacg 


gggcagtatc 


gcttcctggc 


ccggactgga 


ggctatctgt 


1020 


ggactcagac 


tcaggctaca 


gtggtgtcag 


gggggcgggg 


cccccagtcg 


gaaagtatca 


1080 


tctgcgtcca 


cttcctgatc 


agccgtgtag 


aagagaccgg 


agtggtgctg 


tctctggaac 


1140 


aaacggagca 


acatactcgc 


agaccccctc 


ggctgagtgc 


ctcctcgcag 


aagggtatcc 


1200 


ctggcaacag 


tgtagactct 


cctgctccgc 


ggatcctggc 


cttcctgcac 


cctccggccc 


1260 


tgagtgaggc 


ctccctggct 


gctgaccctc 


gccgtttctg 


tagtccagac 


ctgcgccgcc 


1320 


tcatggcacc 


catcctggat 


ggacctcccc 


cagctgccac 


gcccagcacc 


ccacaagcta 


1380 


cacggagacc 


ccaaagtcct 


cttccggctg 


atctcccaga 


taagttggca 


gtgggcttgg 


1440 


aaaatgcgca 


cagactctcc 


actgcccaga 


aaaacaagac 


cgtggagaca 


gatctagata 


1500 


tagctcagga 


ctctgacact 


ctggacttgg 


agatgctggc 


cccctacatc 


tccatggatg 


1560 


atgacttcca 


gctcaactcc 


agtgagcaat 


tgcccaaagt 


ccaccgcaga 


cctcccaggg 


1620 


tggcccgcag 


gccccgtgct 


cggagcttcc 


atggcctgtc 


gcctcctatc 


cctgagccct 


1680 


ccctactgcc 


ccgctggggg 


agtgatccac 


gactgaactg 


ttccagtcct 


tccaggggcg 


1740 


atcgccccac 


agcctccctg 


atgcctggaa 


ctcggaagag 


ggccttggcc 


cagagctcag 


1800 


aggacaaagg 


gttggagctg 


ctggaaatta 


agcctcccaa 


gcggtcccca 


agactagaac 


1860 


ctggaagctt 


cctgctgcct 


ccgctcagcc 


tgagtttcct 


tctgcaaggt 


cgacaactcc 


1920 


tgggaaacca 


gcaggatccc 


agagcccccc 


tcgtgcattc 


tcatgagccc 


ttgggcctag 


1980 


ctccctcgct 


gctctctctc 


tgccagcatg 


aggaaactgt 


ccagcccagg 


aaccacttcc 


2040 


cgccagcagc 


aggcttgggc 


cagacccact 


gagtcagcct 


tcctctaagc 


cctcttcttc 


2100 


tatcccagaa 


aggactcagc 


cacactccac 


accagcagcc 


tacacccagg 


atggggcctc 


2160 


tctcctctga 


gtgtgccccc 


ccccagccag 


ccacagtcct 


acctcag 




2207 
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<212> DNA 

<213> Homo sapiens 

<400> 8 



gtggtcgagc 


cgcgcgcagg 


gtgcgctcgt 


ttgaactgcg 


gtgacaccga 


gggttgggga 


60 


ctcgaacccc 


cgcttcgcag 


ctcaggagcc 


tgaggtccga 


aagcttcgtt 


ccagagccca 


120 


gcatgaatgg 


atacgcggaa 


tttccgccca 


gccccagtaa 


ccccaccaag 


gagcccgtgg 


180 


agccccagcc 


cagccaggtc 


ccactgcagg 


aagatgtgga 


catgagcagt 


ggctccagtg 


240 


gacatgagac 


caacgaaaac 


tgctccacgg 


ggcgggactc 


gcagggcagt 


gactgtgacg 


300 


acagtgggaa 


ggagctgggg 


atgctggtgg 


agccaccgga 


tgcccgccag 


agtccagata 


360 


cctttagcct 


gatgatggca 


aaatctgaac 


acaacccatc 


tacaagtggc 


tgcagtagcg 


420 


accagtcttc 


gaaagtggac 


acacacaaag 


aactgataaa 


aacactaaag 


gagctgaagg 


480 


tccacctccc 


tgcagacaag 


aaggccaagg 


gcaaggccag 


tacgctggcc 


accttgaagt 


540 


acgccctcag 


gagcgtgaag 


caggtgaaag 


ccaatgaaga 


gtattaccag 


ctgctgatgt 


600 


ccagcgaggg 


tcacccctgt 


ggagcagacg 


tgccctccta 


caccgtggag 


gagatggaga 


660 


gcgttacctc 


tgagcacatt 


gtgaagaatg 


ccgatatgtt 


tgcggtggcc 


gtgtccctgg 


720 


tgtctgggaa 


gatcctgtac 


atctctgacc 


aggttgcatc 


catatttcac 


tgtaaaagag 


780 


atgccttcag 


cgatgccaag 


tttgtggagt 


tcctggcgcc 


tcacgatgtg 


ggcgtgttcc 


840 


acagtttcac 


ctccccgtac 


aagcttccct 


tgtggagcat 


gtgcagtgga 


gcagattctt 


900 


ttactcaaga 


atgcatggag 


gagaaatctt 


tcttttgccg 


tgtcagtgtc 


cggaaaagcc 


960 


acgagaatga 


aatccgctac 


caccccttcc 


gcatgacgcc 


ctacctggtc 


aaggtgcggg 


1020 


accaacaagg 


tgctgagagt 


cagctttgct 


gccttctgct 


ggcagagaga 


gtgcactctg 


1080 


gttatgaagc 


ccctagaatt 


cctcctgaaa 


agagaatttt 


tacaaccacc 


catacaccaa 


1140 


attgtttgtt 


ccaggatgtg 


gatgaaaggg 


cggtccctct 


cctgggctac 


ctacctcagg 


1200 


acctgattga 


aaccccagtg 


ctcgtgcagc 


tccaccctag 


tgacaggccc 


ttgatgctgg 


1260 


ccatccacaa 


aaagatcctg 


cagtcaggcg 


ggcagccttt 


cgactattct 


cccattcggt 


1320 


ttcgcgcccg 


gaacggagag 


tacatcacgt 


tggacaccag 


ctggtccagc 


ttcatcaacc 


1380 


catggagcag 


gaaaatctcc 


ttcatcattg 


ggaggcacaa 


agtcagggtg 


ggccctttga 


1440 


atgaggacgt 


gtttgcagcc 


cacccctgca 


cagaggagaa 


ggccctgcac 


cccagcattc 


1500 


aggagctcac 


agagcagatc 


caccggctcc 


tgctgcagcc 


cgtcccccac 


agcggctcca 


1560 


gtggctacgg 


gagtctgggc 


agcaacgggt 


cccacgagca 


ccttatgagc 


cagacctcct 


1620 


ccagcgacag 


caacggccat 


gaggactcac 


gccggaggag 


agccgaaatt 


tgtaaaaatg 


1680 


gtaacaagac 


caaaaataga 


agtcattatt 


ctcatgaatc 


tggagaacaa 


aagaaaaaat 


1740 


ccgttacaga 


aatgcaaact 


aatcccccag 


ctgagaagaa 


agctgtccct 


gccatggaaa 


1800 


aggacagcct 


gggggtcagc 


ttccccgagg 


agttggcctg 


caagaaccag 


cccacctgct 


1860 


cctaccagca 


gatcagctgc 


ttggacagcg 


tcatcaggta 


cttggagagc 


tgcaatgagg 


1920 


ctgccaccct 


gaagaggaaa 


tgcgagttcc 


cagcaaacgt 


cccagcgcta 


aggtccagtg 


1980 


ataagcggaa 


ggccacagtc 


agcccagggc 


cacacgctgg 


agaggcagag 


ccgccctcca 


2040 


gggtgaacag 


ccgcacggga 


gtaggtacgc 


acctgacctc 


gctggcactg 


ccgggcaagg 


2100 
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cagagagtgt 


ggcgtcgctc 


accagccagt 


gcagctacag 


cagcaccatc 


gtccatgtgg 


2160 


gagacaagaa 


gccgcagccg 


gagttagaga 


tggtggaaga 


tgctgcgagt 


gggccagaat 


2220 


ccctggactg 


cctggcgggc 


cctgccctgg 


cctgtggtct 


cagecaagag 


aaggagcect 


2280 


tcaagaagct 


gggcctcacc 


aaggaggtac 


tcgctgcaca 


cacacagaag 


gaggagcaga 


2340 


gcttcctgca 


gaagttcaaa 


gaaataagaa 


aactcagcat 


tttccagtcc 


cactgccatt 


2400 


actacttgca 


agaaagatcc 


aaggggcagc 


caagtgaacg 


aactgcccct 


ggactaagaa 


2460 


atacttccgg 


aatagattca 


ccttggaaaa 


aaacaggaaa 


gaacagaaaa 


ttgaagtcca 


2520 


agcgggtcaa 


acctcgagac 


tcatctgaga 


gcaccggatc 


tggggggece 


gtgtccgccc 


2580 


ggcccccgct 


ggtgggcttg 


aacgccacag 


cctggtcacc 


ctcagacacg 


tcccagtcca 


2640 


gctgcccagc 


cgtgcccttt 


cccgccccag 


tgccagcagc 


ttattcactg 


cccgtgtttc 


2700 


cagcgccagg 


gactgtggca 


gcacccccgg 


cacctcccca 


cgccagcttc 


acagtgcctg 


2760 


ctgtgcccgt 


ggacctccag 


caccagtttg 


cagtccagcc 


cccacctttc 


cctgcccctt 


2820 


tggcgcctgt 


catggcattc 


atgctaccca 


gttattcctt 


cccctcgggg 


accccaaacc 


2880 


tgccccaggc 


cttcttcccc 


agccagcctc 


agtttccgag 


ccaccccaca 


ctcacatccg 


2940 


agatggcctc 


tgcctcacag 


cctgagttcc 


ccagccggac 


ctcgatcccc 


agacagecat 


3000 


gtgcttgtcc 


agccacccgg 


gccaccccac 


catcggccat 


gggtagggee 


tccccaccgc 


3060 


tctttcagtc 


ccgcagcagc 


tcgcccctgc 


agctcaacct 


getgeagctg 


gaggaagece 


3120 


ctgagggtgg 


cactggagcc 


atggggacca 


caggggccac 


agagacagca 


gctgtagggg 


3180 


cggactgcaa 


acctggcact 


tctcgggacc 


agcagccgaa 


ggcgcctctg 


acccgtgatg 


3240 


aaccctcaga 


cacacagaac 


agtgacgccc 


tttccacgtc 


aagcggcctc 


ctaaacctcc 


3300 


tgctgaatga 


ggacctctgc 


tcagcctcgg 


gctctgctgc 


tteggagtet 


ctgggctccg 


3360 


gctcactggg 


ctgcgacgcc 


tccccgagtg 


gggcaggcag 


tagtgacaca 


agtcatacca 


3420 


gcaaatattt 


tggaagcatt 


gactcctcag 


agaataatca 


caaagcaaaa 


atgaacactg 


3480 


gtatggaaga 


aagtgagcat 


ttcattaagt 


gcgtcctgca 


ggatcccatc 


tggctgctga 


3540 


tggcagatgc 


ggacagcagc 


gtcatgatga 


cgtaccagct 


gccttcccga 


aatttagaag 


3600 


cggttttgaa 


ggaggacaga 


gagaagctga 


agctcctaca 


gaaactccag 


ccaggtt cac 


3660 


ggagagtcag 


aagcaggagc 


tgcgcgaggt 


ccaccagtgg 


atgeagaegg 


gcggcctgcc 


3720 


cgcagccatc 


gacgtggcag 


aatgtgttta 


ctgtgaaaac 


aaggaaaaag 


gtaatatttg 


3780 


cataccatat 


gaggaagata 


ttccttctct 


gggactcagc 


gaagtgtcgg 


acaccaaaga 


3840 


agacgaaaat 


ggatccccct 


tgaatcacag 


gatcgaagag 


cagaegtaac 


ccctgcccca 


3900 


cctcagcccg 


gcagccagcg 


aggtacacca 


ggtggtgctt 


ggaagagatg 


aaagatcttc 


3960 


at ggct gtt t 


ccactgaaat 


ggacacat at 


get cat gtt g 


ctttttttgt 


tttagaaaaa 


4020 


aaaacaacat 


agttttctga 


aggggcgact 


taaaactgtg 


gagagtgggg 


agagttcgga 


4080 


aagaaatatg 


tttttatata 


taaaatatat 


atgtggagtt 


ttgtgggatg 


gggaagagat 


4140 


tttagttgtt 


atttaacttg 


agaaagacta 


agcgcctctt 


agtgtcaggg 


aagttgcctc 


4200 


agtgctccca 


gaagtcctgt 


gactgtgacg 


agacctctgt 


ctgctgcacc 


agctggggac 


4260 
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tctggcttcc 


agagctttcc 


cagggtgttt 


ggatcagatc 


aaattttgtc 


ctctcttggg 


4320 


gactgctttt 


tatctgaatt 


atcatttagt 


caaggtagag 


tgttttttta 


tacataccaa 


4380 


atggagatag 


cagcctctcc 


tagttttatt 


tcaaaacgtt 


tcacattaaa 


tggtgtgaag 


4440 


cgttgtttgg 


caaaccaaca 


gctttggctt 


ctggtgtggt 


caatatttca 


gtctgacata 


4500 


ggttttgttt 


gtagtgaaca 


aagttgaaac 


atttgctctg 


gactaaagaa 


gcctagtggt 


4560 


ttgtgtggcc 


aactccatcg 


gatgaatgca 


cacgcagaca 


gaccctctgt 


atatttctgc 


4620 


attattcttg 


tctccttttc 


agaccatgat 


ggccaatatg 


gagattaaaa 


tatgtcatca 


4680 


gtcatctctt 


tatggtgact 


tccctttgca 


aaccaggctg 


tgaccaacac 


atgtgagacc 


4740 


cagtcctgtt 


tggttttctt 


ccgttggaac 


cacccagaca 


tctgcttcca 


cccagccaag 


4800 


cccacatcac 


atctcctggc 


cgagagcagc 


cactgccact 


cagtctgaca 


gcttgcgact 


4860 


gcatctgtat 


tttcaggggt 


gcagtgagct 


cacctctccc 


actgcaccct 


gggttgggtg 


4920 


cacagccctc 


attcttttca 


tgagcccgac 


ctctctcgga 


gcagcttcag 


gcctctgcca 


4980 


gtgtccccag 


cacttttagg 


tcatttggac 


acttggggaa 


aagtgaggcc 


agtctgcccg 


5040 


gctttttaca 


aaacctcatg 


ttgcattgta 


tattccaaag 


atggttcaga 


aaatttaata 


5100 


ttggtccctg 


gtggaaattc 


aaagttatca 


ctgaagaaca 


gttgacttaa 


aattggacca 


5160 


agactatgag 


gcttaaaagg 


gaccagggtt 


ttcttttttt 


tttttttttt 


tttttttttt 


5220 


agatggagtt 


tctttttgcc 


caggctggag 


tgcagtggcg 


ccatcttggc 


tcactgcaac 


5280 


ctctgcctcc 


caggttcaag 


cgattctcct 


gcctcagcct 


cctgagtagc 


tgggaccaca 


5340 


ggcgactgcc 


accacaccca 


gctaattttt 


tgtattttta 


gtagagacag 


ggtttcacca 


5400 


tgttggccag 


gctggtctcg 


aactcctgac 


ctcaagcgat 


ccacccacct 


cggcctccca 


5460 


aagtgctggg 


attacaggcg 


tgagccacca 


cgcccaactg 


ggaccagggt 


tttctgtttt 


5520 


ttgatggagg 


tgaaatctct 


ttgtaatcca 


ctaggttttc 


atcgtaaaac 


catcttatgc 


5580 


ctgactatta 


aacctattct 


tcataaacac 


aagaacactt 


taatttttcg 


ttaatttaca 


5640 


aagtaacatc 


agctgcctat 


gcctatgata 


aggtagcagt 


ctgcattctt 


atggccatta 


5700 


gatgttacaa 


actccttgcc 


tctaaagtca 


gatcatgaag 


ggataggtgt 


tcatctaagg 


5760 


ttacagttat 


gttaccgaaa 


cacaaaactg 


ccaaaatctt 


actctgctgt 


tatgaatgtt 


5820 


taccatcagc 


attattttat 


catttaatat 


gtgctcactg 


attgttaact 


gtagcttcag 


5880 


cgcgtgccaa 


gcagttgact 


taataggatc 


atcttgtgaa 


tttgtttacg 


tgatgccaag 


5940 


catcaagtca 


tgttttcttt 


agtgtgtgtg 


cttacacagg 


tgttaaacag 


tttttctcta 


6000 


ttttaaactg 


agccttcttt 


ttaatatatt 


cccgaagaga 


tatgtaaata 


agctctcaga 


6060 


gtttctgtga 


tgatttgttg 


agccttgctg 


gacaagtggt 


ttgtttgtgt 


gcaaaccaaa 


6120 


ctttctttac 


ccagtgcaat 


agatttgttt 


gactgcttgt 


gtctttttat 


gacctgtttg 


6180 


ccttttagaa 


aattggtaaa 


taaagcaagt 


atattttt 






6218 



<210> 9 

<211> 1815 

<212> DNA 

<213> Homo sapiens 

<400> 9 
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ccgggcaggt ctcctgtggt ttccagccgc gtgagtccag ggacaagacc aacagctatg 60 

gggtctttca gctcacacat gacagagttt ccacgaaaac gcaaaggaag tgattcagac 120 

ccatcccagt caggaatcat gacagaaaaa gtggtggaaa agctttctca gaatcccctt 180 

acctatcttc tttcaacaag gatagaaata tcagcctcca gtggcagcag agaagctcat 2 40 

agccaaactg aaaagcggag gagagataaa atgaataacc tgattgaaga actgtctgca 300 

atgatccctc agtgcaaccc catggcgcgt aaactggaca aacttacagt tttaagaatg 3 60 

gctgttcaac acttgagatc tttaaaaggc ttgacaaatt cttatgtggg aagtaattat 420 

agaccatcat ttcttcagga taatgagctc agacatttaa tccttaagac tgcagaaggc 480 

ttcttatttg tggttggatg tgaaagagga aaaattctct tcgtttctaa gtcagtctcc 540 

aaaatactta attatgatca ggctagtttg actggacaaa gcttatttga cttcttacat 600 

ccaaaagatg ttgccaaagt aaaggaacaa ctttcttctt ttgatatttc accaagagaa 660 

aagctaatag ataccaaaac tggtttgcaa gttcacagta atctccacgc tggaaggaca 720 

cgtgtgtatt ttggctcaag acgatctttt ttctgtcgga taaagagttg taaaatctct 780 

gtcaaagaag agcatggatg cttacccaac tcaaagaaga aagagcacag aaaattctat 840 

actatccatt gcactggtta cttgagaagc tggcctccaa atattgttgg aatggaagaa 900 

gaaaggaaca gtaagaaaga caacagtaat tttacctgcc ttgtggccat tggaagatta 960 

cagccatata ttgttccaca gaacagtgga gagattaatg tgaaaccaac tgaatttata 1020 

acccggtttg cagtgaatgg aaaatttgtc tatgtagatc aaagggcaac agcgatttta 1080 

ggatatctgc ctcaggaact tttgggaact tcttgttatg aatattttca tcaagatgac 1140 

cacaataatt tgactgacaa gcacaaagca gttctacaga gtaaggagaa aatacttaca 1200 

gattcctaca aattcagagc aaaagatggc tcttttgtaa ctttaaaaag ccaatggttt 12 60 

agtttcacaa atccttggac aaaagaactg gaatatattg tatctgtcaa cactttagtt 1320 

ttgggacata gtgagcctgg agaagcatca tttttacctt gtagctctca atcatcagaa 1380 

gaatcctcta gacagtcctg tatgagtgta cctggaatgt ctactggaac agtacttggt 1440 

gctggtagta ttggaacaga tattgcaaat gaaattctgg atttacagag gttacagtct 1500 

tcttcatacc ttgatgattc gagtccaaca ggtttaatga aagatactca tactgtaaac 1560 

tgcaggagta tgtcaaataa ggagttgttt ccaccaagtc cttctgaaat gggggagcta 1620 

gaggctacca ggcaaaacca gagtactgtt gctgtccaca gccatgagcc actcctcagt 168 0 

gatggtgcac agttggattt cgatgcccta tgtgacaatg atgacacagc catggctgca 1740 

tttatgaatt acttagaagc agaggggggc ctgggagacc ctggggactt cagtgacatc 18 00 

cagtggaccc tctag 1815 

<210> 10 

<211> 826 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met Glu Gly Ala Gly Gly Ala Asn Asp Lys Lys Lys lie Ser Ser Glu 
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Arg Arg Lys Glu Lys Ser Arg Asp Ala Ala Arg Ser Arg Arg Ser Lys 
20 25 30 



Glu Ser Glu Val Phe Tyr Glu Leu Ala His Gin Leu Pro Leu Pro His 
35 40 45 



Asn Val Ser Ser His Leu Asp Lys Ala Ser Val Met Arg Leu Thr lie 
50 55 60 



Ser Tyr Leu Arg Val Arg Lys Leu Leu Asp Ala Gly Asp Leu Asp lie 
65 70 75 80 



Glu Asp Asp Met Lys Ala Gin Met Asn Cys Phe Tyr Leu Lys Ala Leu 
85 90 95 



Asp Gly Phe Val Met Val Leu Thr Asp Asp Gly Asp Met lie Tyr lie 
100 105 110 



Ser Asp Asn Val Asn Lys Tyr Met Gly Leu Thr Gin Phe Glu Leu Thr 
115 120 125 



Gly His Ser Val Phe Asp Phe Thr His Pro Cys Asp His Glu Glu Met 
130 135 140 



Arg Glu Met Leu Thr His Arg Asn Gly Leu Val Lys Lys Gly Lys Glu 
145 150 155 160 



Gin Asn Thr Gin Arg Ser Phe Phe Leu Arg Met Lys Cys Thr Leu Thr 
165 170 175 



Ser Arg Gly Arg Thr Met Asn lie Lys Ser Ala Thr Trp Lys Val Leu 
180 185 190 



His Cys Thr Gly His lie His Val Tyr Asp Thr Asn Ser Asn Gin Pro 
195 200 205 



Gin Cys Gly Tyr Lys Lys Pro Pro Met Thr Cys Leu Val Leu lie Cys 
210 215 220 



Glu Pro lie Pro His Pro Ser Asn lie Glu lie Pro Leu Asp Ser Lys 
225 230 235 240 



Thr Phe Leu Ser Arg His Ser Leu Asp Met Lys Phe Ser Tyr Cys Asp 
245 250 255 



Glu Arg lie Thr Glu Leu Met Gly Tyr Glu Pro Glu Glu Leu Leu Gly 
260 265 270 



Arg Ser lie Tyr Glu Tyr Tyr His Ala Leu Asp Ser Asp His Leu Thr 
275 280 285 



Lys Thr His His Asp Met Phe Thr Lys Gly Gin Val Thr Thr Gly Gin 
290 295 300 
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Tyr Arg Met Leu Ala Lys Arg Gly Gly Tyr Val Trp Val Glu Thr Gin 
305 310 315 320 



Ala Thr Val lie Tyr Asn Thr Lys Asn Ser Gin Pro Gin Cys lie Val 
325 330 335 



Cys Val Asn Tyr Val Val Ser Gly lie lie Gin His Asp Leu lie Phe 
340 345 350 



Ser Leu Gin Gin Thr Glu Cys Val Leu Lys Pro Val Glu Ser Ser Asp 
355 360 365 



Met Lys Met Thr Gin Leu Phe Thr Lys Val Glu Ser Glu Asp Thr Ser 
370 375 380 



Ser Leu Phe Asp Lys Leu Lys Lys Glu Pro Asp Ala Leu Thr Leu Leu 
385 390 395 400 



Ala Pro Ala Ala Gly Asp Thr lie lie Ser Leu Asp Phe Gly Ser Asn 
405 410 415 



Asp Thr Glu Thr Asp Asp Gin Gin Leu Glu Glu Val Pro Leu Tyr Asn 
420 425 430 



Asp Val Met Leu Pro Ser Pro Asn Glu Lys Leu Gin Asn lie Asn Leu 
435 440 445 



Ala Met Ser Pro Leu Pro Thr Ala Glu Thr Pro Lys Pro Leu Arg Ser 
450 455 460 



Ser Ala Asp Pro Ala Leu Asn Gin Glu Val Ala Leu Lys Leu Glu Pro 
465 470 475 480 



Asn Pro Glu Ser Leu Glu Leu Ser Phe Thr Met Pro Gin lie Gin Asp 
485 490 495 



Gin Thr Pro Ser Pro Ser Asp Gly Ser Thr Arg Gin Ser Ser Pro Glu 
500 505 510 



Pro Asn Ser Pro Ser Glu Tyr Cys Phe Tyr Val Asp Ser Asp Met Val 
515 520 525 



Asn Glu Phe Lys Leu Glu Leu Val Glu Lys Leu Phe Ala Glu Asp Thr 
530 535 540 



Glu Ala Lys Asn Pro Phe Ser Thr Gin Asp Thr Asp Leu Asp Leu Glu 
545 550 555 560 



Met Leu Ala Pro Tyr lie Pro Met Asp Asp Asp Phe Gin Leu Arg Ser 
565 570 575 



Phe Asp Gin Leu Ser Pro Leu Glu Ser Ser Ser Ala Ser Pro Glu Ser 
580 585 590 



Ala Ser Pro Gin Ser Thr Val Thr Val Phe Gin Gin Thr Gin lie Gin 
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595 600 605 



Glu Pro Thr Ala Asn Ala Thr Thr Thr Thr Ala Thr Thr Asp Glu Leu 
610 615 620 



Lys Thr Val Thr Lys Asp Arg Met Glu Asp lie Lys lie Leu lie Ala 
625 630 635 640 



Ser Pro Ser Pro Thr His lie His Lys Glu Thr Thr Ser Ala Thr Ser 
645 650 655 



Ser Pro Tyr Arg Asp Thr Gin Ser Arg Thr Ala Ser Pro Asn Arg Ala 
660 665 670 



Gly Lys Gly Val lie Glu Gin Thr Glu Lys Ser His Pro Arg Ser Pro 
675 680 685 



Asn Val Leu Ser Val Ala Leu Ser Gin Arg Thr Thr Val Pro Glu Glu 
690 695 700 



Glu Leu Asn Pro Lys lie Leu Ala Leu Gin Asn Ala Gin Arg Lys Arg 
705 710 715 720 



Lys Met Glu His Asp Gly Ser Leu Phe Gin Ala Val Gly lie Gly Thr 
725 730 735 



Leu Leu Gin Gin Pro Asp Asp His Ala Ala Thr Thr Ser Leu Ser Trp 
740 745 750 



Lys Arg Val Lys Gly Cys Lys Ser Ser Glu Gin Asn Gly Met Glu Gin 
755 760 765 



Lys Thr lie lie Leu lie Pro Ser Asp Leu Ala Cys Arg Leu Leu Gly 
770 775 780 



Gin Ser Met Asp Glu Ser Gly Leu Pro Gin Leu Thr Ser Tyr Asp Cys 
785 790 795 800 



Glu Val Asn Ala Pro lie Gin Gly Ser Arg Asn Leu Leu Gin Gly Glu 
805 810 815 



Glu Leu Leu Arg Ala Leu Asp Gin Val Asn 
820 825 



<210> 11 

<211> 870 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Met Thr Ala Asp Lys Glu Lys Lys Arg Ser Ser Ser Glu Arg Arg Lys 
15 10 15 



Glu Lys Ser Arg Asp Ala Ala Arg Cys Arg Arg Ser Lys Glu Thr Glu 
20 25 30 



Page 16 



Val Phe Tyr Glu Leu Ala His Glu Leu Pro Leu Pro His Ser Val Ser 
35 40 45 



Ser His Leu Asp Lys Ala Ser lie Met Arg Leu Ala lie Ser Phe Leu 
50 55 60 



Arg Thr His Lys Leu Leu Ser Ser Val Cys Ser Glu Asn Glu Ser Glu 
65 70 75 80 



Ala Glu Ala Asp Gin Gin Met Asp Asn Leu Tyr Leu Lys Ala Leu Glu 
85 90 95 



Gly Phe lie Ala Val Val Thr Gin Asp Gly Asp Met He Phe Leu Ser 
100 105 110 



Glu Asn lie Ser Lys Phe Met Gly Leu Thr Gin Val Glu Leu Thr Gly 
115 120 125 



His Ser He Phe Asp Phe Thr His Pro Cys Asp His Glu Glu He Arg 
130 135 140 



Glu Asn Leu Ser Leu Lys Asn Gly Ser Gly Phe Gly Lys Lys Ser Lys 
145 150 155 160 



Asp Met Ser Thr Glu Arg Asp Phe Phe Met Arg Met Lys Cys Thr Val 
165 170 175 



Thr Asn Arg Gly Arg Thr Val Asn Leu Lys Ser Ala Thr Trp Lys Val 
180 185 190 



Leu His Cys Thr Gly Gin Val Lys Val Tyr Asn Asn Cys Pro Pro His 
195 200 205 



Asn Ser Leu Cys Gly Tyr Lys Glu Pro Leu Leu Ser Cys Leu He He 
210 215 220 



Met Cys Glu Pro He Gin His Pro Ser His Met Asp He Pro Leu Asp 
225 - 230 235 240 



Ser Lys Thr Phe Leu Ser Arg His Ser Met Asp Met Lys Phe Thr Tyr 
245 250 255 



Cys Asp Asp Arg He Thr Glu Leu He Gly Tyr His Pro Glu Glu Leu 
260 265 270 



Leu Gly Arg Ser Ala Tyr Glu Phe Tyr His Ala Leu Asp Ser Glu Asn 
275 280 285 



Met Thr Lys Ser His Gin Asn Leu Cys Thr Lys Gly Gin Val Val Ser 
290 295 300 



Gly Gin Tyr Arg Met Leu Ala Lys His Gly Gly Tyr Val Trp Leu Glu 
305 310 315 320 
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Thr Gin Gly Thr Val lie Tyr Asn Pro Arg Asn Leu Gin Pro Gin Cys 
325 330 335 



lie Met Cys Val Asn Tyr Val Leu Ser Glu lie Glu Lys Asn Asp Val 
340 345 350 



Val Phe Ser Met Asp Gin Thr Glu Ser Leu Phe Lys Pro His Leu Met 
355 360 365 



Ala Met Asn Ser lie Phe Asp Ser Ser Gly Lys Gly Ala Val Ser Glu 
370 375 380 



Lys Ser Asn Phe Leu Phe Thr Lys Leu Lys Glu Glu Pro Glu Glu Leu 
385 390 395 400 



Ala Gin Leu Ala Pro Thr Pro Gly Asp Ala lie lie Ser Leu Asp Phe 
405 410 415 



Gly Asn Gin Asn Phe Glu Glu Ser Ser Ala Tyr Gly Lys Ala lie Leu 
420 425 430 



Pro Pro Ser Gin Pro Trp Ala Thr Glu Leu Arg Ser His Ser Thr Gin 
435 440 445 



Ser Glu Ala Gly Ser Leu Pro Ala Phe Thr Val Pro Gin Ala Ala Ala 
450 455 460 



Pro Gly Ser Thr Thr Pro Ser Ala Thr Ser Ser Ser Ser Ser Cys Ser 
465 470 475 480 



Thr Pro Asn Ser Pro Glu Asp Tyr Tyr Thr Ser Leu Asp Asn Asp Leu 
485 490 495 



Lys lie Glu Val lie Glu Lys Leu Phe Ala Met Asp Thr Glu Ala Lys 
500 505 510 



Asp Gin Cys Ser Thr Gin Thr Asp Phe Asn Glu Leu Asp Leu Glu Thr 
515 520 525 



Leu Ala Pro Tyr lie Pro Met Asp Gly Glu Gly Phe Gin Leu Ser Pro 
530 535 540 



lie Cys Pro Glu Glu Arg Leu Leu Ala Glu Asn Pro Gin Ser Thr Pro 
545 550 555 560 



Gin His Cys Phe Ser Ala Met Thr Asn lie Phe Gin Pro Leu Ala Pro 
565 570 575 



Val Ala Pro His Ser Pro Phe Leu Leu Asp Lys Phe Gin Gin Gin Leu 
580 585 590 



Glu Ser Lys Lys Thr Glu Pro Glu Arg Arg Pro Met Ser Ser lie Phe 
595 600 605 



Phe Asp Ala Gly Ser Lys Ala Ser Leu Pro Pro Cys Cys Gly Gin Ala 
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610 615 620 



Ser Thr Pro Leu Ser Ser Met Gly Gly Arg Ser Asn Thr Gin Trp Pro 
625 630 635 640 



Pro Asp Pro Pro Leu His Phe Gly Pro Thr Lys Trp Ala Val Gly Asp 
645 650 655 



Gin Arg Thr Glu Phe Leu Gly Ala Ala Pro Leu Gly Pro Pro Val Ser 
660 665 670 



Pro Pro His Val Ser Thr Phe Lys Thr Arg Ser Ala Lys Gly Phe Gly 
675 680 685 



Ala Arg Gly Pro Asn Val Leu Ser Pro Ala Met Val Ala Leu Ser Asn 
690 695 700 



Lys Leu Lys Leu Lys Arg Gin Leu Glu Tyr Glu Lys Gin Ala Phe Gin 
705 710 715 720 



Asp Pro Ser Gly Gly Asp Pro Pro Gly Gly Ser Thr Ser His Leu Met 
725 730 735 



Trp Lys Arg Met Lys Asn Leu Arg Gly Gly Ser Cys Pro Leu Met Pro 
740 745 750 



Asp Lys Pro Leu Ser Ala Asn Val Pro Asn Asp Lys Leu Thr Gin Asn 
755 760 765 



Ser Met Arg Gly Leu Gly His Pro Leu Arg His Leu Pro Leu Pro Gin 
770 775 780 



Pro Pro Ser Ala lie Ser Pro Gly Glu Asn Ser Lys Ser Arg Phe Pro 
785 790 795 800 



Pro Gin Cys Tyr Ala Thr Gin Tyr Gin Asp Tyr Ser Leu Ser Ser Ala 
805 810 815 



His Lys Val Ser Gly Met Ala Ser Arg Leu Leu Gly Pro Ser Phe Glu 
820 825 830 



Ser Tyr Leu Leu Pro Glu Leu Thr Arg Tyr Asp Arg Glu Val Lys Val 
835 840 845 



Pro Val Leu Gly Ser Ser Thr Leu Leu Gin Gly Gly Asp Leu Leu Arg 
850 855 860 



Ala Leu Asp Gin Ala Thr 

870 



865 




<210> 


12 


<211> 


624 


<212> 


PRT 


<213> 


Homo 


<400> 


12 
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Met Ser Lys Glu Ala Val Ser Leu Trp Ala Leu Thr Val Ser Leu Gin 
15 10 15 



Pro Pro Val Pro Leu Cys Val Cys Arg Glu Met Thr Gly Ser Gly Arg 
20 25 30 



Arg Lys Gin Gin Cys Val Thr Leu Pro Phe lie Ser Arg Glu Leu Cys 
35 40 45 



Phe Tyr Leu Leu Leu Phe Pro Pro Pro Arg Leu Glu Tyr Thr Glu His 
50 55 60 



Gin Gly Gly lie Lys Asn Ala Arg Glu Ala His Ser Gin lie Glu Lys 
65 70 75 80 



Arg Arg Arg Asp Lys Met Asn Ser Phe lie Asp Glu Leu Ala Ser Leu 
85 90 95 



Val Pro Thr Cys Asn Ala Met Ser Arg Lys Leu Asp Lys Leu Thr Val 
100 105 110 



Leu Arg Met Ala Val Gin His Met Lys Thr Leu Arg Gly Ala Thr Asn 
115 120 125 



Pro Tyr Thr Glu Ala Asn Tyr Lys Pro Thr Phe Leu Ser Asp Asp Glu 
130 135 140 



Leu Lys His Leu lie Leu Arg Ala Ala Asp Gly Phe Leu Phe Val Val 
145 150 155 160 



Gly Cys Asp Arg Gly Lys lie Leu Phe Val Ser Glu Ser Val Phe Lys 
165 170 175 



lie Leu Asn Tyr Ser Gin Asn Asp Leu lie Gly Gin Ser Leu Phe Asp 
180 185 190 



Tyr Leu His Pro Lys Asp lie Ala Lys Val Lys Glu Gin Leu Ser Ser 
195 200 205 



Ser Asp Thr Ala Pro Arg Glu Arg Leu lie Asp Ala Lys Thr Gly Leu 
210 215 220 



Pro Val Lys Thr Asp lie Thr Pro Gly Pro Ser Arg Leu Cys Ser Gly 
225 230 235 240 



Ala Arg Arg Ser Phe Phe Cys Arg Met Lys Cys Asn Arg Pro Ser Val 
245 250 255 



Lys Val Glu Asp Lys Asp Phe Pro Ser Thr Cys Ser Lys Lys Lys Ala 
260 265 270 



Asp Arg Lys Ser Phe Cys Thr lie His Ser Thr Gly Tyr Leu Lys Ser 
275 280 285 
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Trp Pro Pro Thr Lys Met Gly Leu Asp Glu Asp Asn Glu Pro Asp Asn 
290 295 300 



Glu Gly Cys Asn Leu Ser Cys Leu Val Ala lie Gly Arg Leu His Ser 
305 310 315 320 



His Val Val Pro Gin Pro Val Asn Gly Glu lie Arg Val Lys Ser Met 
325 330 335 



Glu Tyr Val Ser Arg His Ala lie Asp Gly Lys Phe Val Phe Val Asp 
340 345 350 



Gin Arg Ala Thr Ala lie Leu Ala Tyr Leu Pro Gin Glu Leu Leu Gly 
355 360 365 



Thr Ser Cys Tyr Glu Tyr Phe His Gin Asp Asp lie Gly His Leu Ala 
370 375 380 



Glu Cys His Arg Gin Val Leu Gin Thr Arg Glu Lys lie Thr Thr Asn 
385 390 395 400 



Cys Tyr Lys Phe Lys lie Lys Asp Gly Ser Phe lie Thr Leu Arg Ser 
405 410 415 



Arg Trp Phe Ser Phe Met Asn Pro Trp Thr Lys Glu Val Glu Tyr lie 
420 425 430 



Val Ser Thr Asn Thr Val Val Leu Ala Asn Val Leu Glu Gly Gly Asp 
435 440 445 



Pro Thr Phe Pro Gin Leu Thr Ala Ser Pro His Ser Met Asp Ser Met 
450 455 460 



Leu Pro Ser Gly Glu Gly Gly Pro Lys Arg Thr His Pro Thr Val Pro 
465 470 475 480 



Gly lie Pro Gly Gly Thr Arg Ala Gly Ala Gly Lys lie Gly Arg Met 
485 490 495 



lie Ala Glu Glu lie Met Glu lie His Arg lie Arg Gly Ser Leu Arg 
500 505 510 



Ser Ser Cys Gly Ser Ser Pro Leu Asn lie Thr Ser Thr Pro Pro Pro 
515 520 525 



Asp Ala Ser Ser Pro Gly Gly Lys Lys lie Leu Asn Gly Gly Thr Pro 
530 535 540 



Asp lie Pro Ser Ser Gly Leu Leu Ser Gly Gin Ala Gin Glu Asn Pro 
545 550 555 560 



Gly Tyr Pro Tyr Ser Asp Ser Ser Ser lie Leu Gly Glu Asn Pro His 
565 570 575 



lie Gly lie Asp Met lie Asp Asn Asp Gin Gly Ser Ser Ser Pro Ser 
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580 585 590 



Asn Asp Glu Ala Ala Met Ala Val lie Met Ser Leu Leu Glu Ala Asp 
595 600 605 



Ala Gly Leu Gly Gly Pro Val Asp Phe Ser Asp Leu Pro Trp Pro Leu 
610 615 620 



<210> 13 

<211> 626 

<212> PRT 

<213> Homo sapiens 

<400> 13 

Met Asp Glu Asp Glu Lys Asp Arg Ala Lys Arg Ala Ser Arg Asn Lys 
15 10 15 



Ser Glu Lys Lys Arg Arg Asp Gin Phe Asn Val Leu lie Lys Glu Leu 
20 25 30 



Ser Ser Met Leu Pro Gly Asn Thr Arg Lys Met Asp Lys Thr Thr Val 
35 40 45 



Leu Glu Glu Val lie Gly Phe Leu Gin Lys His Asn Glu Val Ser Ala 
50 55 60 



Gin Thr Glu lie Cys Asp lie Gin Gin Asp Trp Lys Pro Ser Phe Leu 
65 70 75 80 



Ser Asn Glu Glu Phe Thr Gin Leu Met Leu Glu Ala Leu Asp Gly Phe 
85 90 95 



lie He Ala Val Thr Thr Asp Gly Ser He He Tyr Val Ser Asp Ser 
100 105 110 



He Thr Pro Leu Leu Gly His Leu Pro Ser Asp Val Met Asp Gin Asn 
115 120 125 



Leu Leu Asn Phe Leu Pro Glu Gin Glu His Ser Glu Val Tyr Lys He 
130 135 140 



Leu Ser Ser His Met Leu Val Thr Asp Ser Pro Ser Pro Glu Tyr Leu 
145 150 155 160 



Lys Ser Asp Gly Asp Leu Glu Phe Tyr Cys His Leu Leu Arg Gly Ser 
165 170 175 



Leu Asn Pro Lys Glu Phe Pro Thr Tyr Glu Tyr He Lys Phe Val Gly 
180 185 190 



Asn Phe Arg Ser Tyr Asn Asn Val Pro Ser Pro Ser Cys Asn Gly Phe 
195 200 205 



Asp Asn Thr Leu Ser Arg Pro Cys Arg Val Pro Leu Gly Lys Glu Val 
210 215 220 
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Cys Phe lie Ala Thr Val Arg Leu Ala Thr Pro Gin Phe Leu Lys Glu 
225 230 235 240 



Met Cys lie Val Asp Glu Pro Leu Glu Glu Phe Thr Ser Arg His Ser 
245 250 255 



Leu Glu Trp Lys Phe Leu Phe Leu Asp His Arg Ala Pro Pro lie lie 
260 265 270 



Gly Tyr Leu Pro Phe Glu Val Leu Gly Thr Ser Gly Tyr Asp Tyr Tyr 
275 280 285 



His lie Asp Asp Leu Glu Leu Leu Ala Arg Cys His Gin His Leu Met 
290 295 300 



Gin Phe Gly Lys Gly Lys Ser Cys Cys Tyr Arg Phe Leu Thr Lys Gly 
305 310 315 320 



Gin Gin Trp lie Trp Leu Gin Thr His Tyr Tyr lie Thr Tyr His Gin 
325 330 335 



Trp Asn Ser Lys Pro Glu Phe lie Val Cys Thr His Ser Val Val Ser 
340 345 350 



Tyr Ala Asp Val Arg Val Glu Arg Arg Gin Glu Leu Ala Leu Glu Asp 
355 360 - 365 



Pro Pro Ser Glu Ala Leu His Ser Ser Ala Leu Lys Asp Lys Gly Ser 
370 375 380 



Ser Leu Glu Pro Arg Gin His Phe Asn Ala Leu Asp Val Gly Ala Ser 
385 390 395 400 



Gly Leu Asn Thr Ser His Ser Pro Ser Ala Ser Ser Arg Ser Ser His 
405 410 415 



Lys Ser Ser His Thr Ala Met Ser Glu Pro Thr Ser Thr Pro Thr Lys 
420 425 430 



Leu Met Ala Glu Ala Ser Thr Pro Ala Leu Pro Arg Ser Ala Thr Leu 
435 440 445 



Pro Gin Glu Leu Pro Val Pro Gly Leu Ser Gin Ala Ala Thr Met Pro 
450 455 460 



Ala Pro Leu Pro Ser Pro Ser Ser Cys Asp Leu Thr Gin Gin Leu Leu 
465 470 475 480 



Pro Gin Thr Val Leu Gin Ser Thr Pro Ala Pro Met Ala Gin Phe Ser 
485 490 495 



Ala Gin Phe Ser Met Phe Gin Thr lie Lys Asp Gin Leu Glu Gin Arg 
500 505 510 
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Thr Arg He Leu Gin Ala Asn He Arg Trp Gin Gin Glu Glu Leu His 
515 520 525 



Lys He Gin Glu Gin Leu Cys Leu Val Gin Asp Ser Asn Val Gin Met 
530 535 540 



Phe Leu Gin Gin Pro Ala Val Ser Leu Ser Phe Ser Ser Thr Gin Arg 
545 550 555 560 



Pro Glu Ala Gin Gin Gin Leu Gin Gin Arg Ser Ala Ala Val Thr Gin 
565 570 575 



Pro Gin Leu Gly Ala Gly Pro Gin Leu Pro Gly Gin He Ser Ser Ala 
580 585 590 



Gin Val Thr Ser Gin His Leu Leu Arg Glu Ser Ser Val He Ser Thr 
595 600 605 



Gin Gly Pro Lys Pro Met Arg Ser Ser Gin Leu Met Gin Ser Ser Gly 
610 615 620 



Arg Ser 
625 



<210> 14 

<211> 481 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Asn Ser Arg Arg Pro Ala Leu Arg Ala Ala Ala Ala Gly Ala Arg Pro 
15 10 15 



Ala Gly Gly Pro Gly Ser Gin Pro Pro Glu Gin His Leu Gly Gly His 
20 25 30 



He Leu Gin Ser Leu Asp Gly Phe Val Phe Ala Leu Asn Gin Glu Gly 
35 40 45 



Lys Phe Leu Tyr He Ser Glu Thr Val Ser He Tyr Leu Gly Leu Ser 
50 55 60 



Gin Val Glu Met Thr Gly Ser Ser Val Phe Asp Tyr He His Pro Gly 
65 70 75 80 



Asp His Ser Glu Val Leu Glu Gin Leu Gly Leu Arg Thr Pro Thr Pro 
85 90 95 



Gly Pro Pro Thr Pro Pro Ser Val Ser Ser Ser Ser Ser Ser Ser Ser 
100 105 110 



Ser Leu Ala Asp Thr Pro Glu He Glu Ala Ser Leu Thr Lys Val Pro 
115 120 125 



Pro Ser Ser Leu Val Gin Glu Arg Ser Phe Phe Val Arg Met Lys Ser 
130 135 140 
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Thr Leu Thr Lys Arg Gly Leu His Val Lys Ala Ser Gly Tyr Lys Val 
145 150 155 160 



lie His Val Thr Gly Arg Leu Arg Ala His Ala Leu Gly Leu Val Ala 
165 170 175 



Leu Gly His Thr Leu Pro Pro Ala Pro Leu Ala Glu Leu Pro Leu His 
180 185 190 



Gly His Met lie Val Phe Arg Leu Ser Leu Gly Leu Thr lie Leu Ala 
195 200 205 



Cys Glu Ser Arg Val Ser Asp His Met Asp Leu Gly Pro Ser Glu Leu 
210 215 220 



Val Gly Arg Ser Cys Tyr Gin Phe Val His Gly Gin Asp Ala Thr Arg 
225 230 235 240 



lie Arg Gin Ser His Val Asp Leu Leu Asp Lys Gly Gin Val Met Thr 
245 250 255 



Gly Tyr Tyr Arg Trp Leu Gin Arg Ala Gly Gly Phe Val Trp Leu Gin 
260 265 270 



Ser Val Ala Thr Val Ala Gly Ser Gly Lys Ser Pro Gly Glu His His 
275 280 285 



Val Leu Trp Val Ser His Val Leu Ser Gin Ala Glu Gly Gly Gin Thr 
290 295 300 



Pro Leu Asp Ala Phe Gin Leu Pro Ala Ser Val Ala Cys Glu Glu Ala 
305 310 315 320 



Ser Ser Pro Gly Pro Glu Pro Thr Glu Pro Glu Pro Pro Thr Glu Gly 
325 330 335 



Lys Gin Ala Ala Pro Ala Glu Asn Glu Ala Pro Gin Thr Gin Gly Lys 
340 345 350 



Arg lie Lys Val Glu Pro Gly Pro Arg Glu Thr Lys Gly Ser Glu Asp 
355 360 365 



Ser Gly Asp Glu Asp Pro Ser Ser His Pro Ala Thr Pro Arg Pro Glu 
370 375 380 



Phe Thr Ser Val lie Arg Ala Gly Val Leu Lys Gin Asp Pro Val Arg 
385 390 395 400 



Pro Trp Gly Leu Ala Pro Pro Gly Asp Pro Pro Pro Thr Leu Leu His 
405 410 415 



Ala Gly Phe Leu Pro Pro Val Val Arg Gly Leu Cys Thr Pro Gly Thr 
420 425 430 
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lie Arg Tyr Gly Pro Ala Glu Leu Gly Leu Val Tyr Pro His Leu Gin 
435 440 445 



Arg Leu Gly Pro Gly Pro Ala Leu Pro Glu Ala Phe Tyr Pro Pro Leu 
450 455 460 



Gly Leu Pro Tyr Pro Gly Pro Ala Gly Thr Arg Leu Pro Arg Lys Gly 
465 470 475 480 



Asp 



<210> 15 

<211> 691 

<212> PRT 

<213> Homo sapiens 

<400> 15 

Met Ala Pro Thr Lys Pro Ser Phe Gin Gin Asp Pro Ser Arg Arg Glu 
15 10 15 



Arg Leu Gin Ala Leu Arg Lys Glu Lys Ser Arg Asp Ala Ala Arg Ser 
20 25 30 



Arg Arg Gly Lys Glu Asn Phe Glu Phe Tyr Glu Leu Ala Lys Leu Leu 
35 40 45 



Pro Leu Pro Ala Ala lie Thr Ser Gin Leu Asp Lys Ala Ser lie lie 
50 55 60 



Arg Leu Thr lie Ser Tyr Leu Lys Met Arg Asp Phe Ala Asn Gin Gly 
65 70 75 80 



Asp Pro Pro Trp Asn Leu Arg Met Glu Gly Pro Pro Pro Asn Thr Ser 
85 90 95 



Val Lys Gly Ala Gin Arg Arg Arg Ser Pro Ser Ala Leu Ala lie Glu 
100 105 110 



Val Phe Glu Ala His Leu Gly Ser His lie Leu Gin Ser Leu Asp Gly 
115 120 125 



Phe Val Phe Ala Leu Asn Gin Glu Gly Lys Phe Leu Tyr lie Ser Glu 
130 135 140 



Thr Val Ser lie Tyr Leu Gly Leu Ser Gin Val Glu Leu Thr Gly Ser 
145 150 155 160 



Ser Val Phe Asp Tyr Val His Pro Gly Asp His Val Glu Met Ala Glu 
165 170 175 



Gin Leu Gly Met Lys Leu Pro Pro Gly Arg Gly Leu Leu Ser Gin Gly 
180 185 190 



Thr Ala Glu Asp Gly Ala Ser Ser Ala Ser Ser Ser Ser Gin Ser Glu 
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195 200 205 



Thr Pro Glu Pro Val Glu Ser Thr Ser Pro Ser Leu Leu Thr Thr Asp 
210 215 220 



Asn Thr Leu Glu Arg Ser Phe Phe lie Arg Met Lys Ser Thr Leu Thr 
225 230 235 240 



Lys Arg Gly Val His lie Lys Ser Ser Gly Tyr Lys Val lie His lie 
245 250 255 



Thr Gly Arg Leu Arg Leu Arg Val Ser Leu Ser His Gly Arg Thr Val 
260 265 270 



Pro Ser Gin lie Met Gly Leu Val Val Val Ala His Ala Leu Pro Pro 
275 280 285 



Pro Thr lie Asn Glu Val Arg lie Asp Cys His Met Phe Val Thr Arg 
290 295 300 



Val Asn Met Asp Leu Asn lie lie Tyr Cys Glu Asn Arg lie Ser Asp 
305 310 315 320 



Tyr Met Asp Leu Thr Pro Val Asp lie Val Gly Lys Arg Cys Tyr His 
325 330 335 



Phe lie His Ala Glu Asp Val Glu Gly lie Arg His Ser His Leu Asp 
340 345 350 



Leu Leu Asn Lys Gly Gin Cys Val Thr Lys Tyr Tyr Arg Trp Met Gin 
355 360 365 



Lys Asn Gly Gly Tyr lie Trp lie Gin Ser Ser Ala Thr lie Ala lie 
370 375 380 



Asn Ala Lys Asn Ala Asn Glu Lys Asn lie lie Trp Val Asn Tyr Leu 
385 390 395 400 



Leu Ser Asn Pro Glu Tyr Lys Asp Thr Pro Met Asp lie Ala Gin Leu 
405 410 415 



Pro His Leu Pro Glu Lys Thr Ser Glu Ser Ser Glu Thr Ser Asp Ser 
420 425 430 



Glu Ser Asp Ser Lys Asp Thr Ser Gly lie Thr Glu Asp Asn Glu Asn 
435 440 445 



Ser Lys Ser Asp Glu Lys Gly Asn Gin Ser Glu Asn Ser Glu Asp Pro 
450 455 460 



Glu Pro Asp Arg Lys Lys Ser Gly Asn Ala Cys Asp Asn Asp Met Asn 
465 470 475 480 



Cys Asn Asp Asp Gly His Ser Ser Ser Asn Pro Asp Ser Arg Asp Ser 
485 490 495 
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Asp Asp Ser Phe Glu His Ser Asp Phe Glu Asn Pro Lys Ala Gly Glu 
500 505 510 



Asp Gly Phe Gly Ala Leu Gly Ala Met Gin lie Lys Val Glu Arg Tyr 
515 520 525 



Val Glu Ser Glu Ser Asp Leu Arg Leu Gin Asn Cys Glu Ser Leu Thr 
530 535 540 



Ser Asp Ser Ala Lys Asp Ser Asp Ser Ala Gly Glu Ala Gly Ala Gin 
545 550 555 560 



Ala Ser Ser Lys His Gin Lys Arg Lys Lys Arg Arg Lys Arg Gin Lys 
565 570 575 



Gly Gly Ser Ala Ser Arg Arg Arg Leu Ser Ser Ala Ser Ser Pro Gly 
580 585 590 



Gly Leu Asp Ala Gly Leu Val Glu Pro Pro Arg Leu Leu Ser Ser Pro 
595 600 605 



Asn Ser Ala Ser Val Leu Lys lie Lys Thr Glu lie Ser Glu Pro lie 
610 615 620 



Asn Phe Asp Asn Asp Ser Ser lie Trp Asn Tyr Pro Pro Asn Arg Glu 
625 630 635 640 



lie Ser Arg Asn Glu Ser Pro Tyr Ser Met Thr Lys Pro Pro Ser Ser 
645 650 655 



Glu His Phe Pro Ser Pro Gin Gly Gly Gly Gly Gly Gly Gly Gly Gly 
660 665 670 



Gly Gly Leu His Val Ala lie Pro Asp Ser Val Leu Thr Pro Pro Gly 
675 680 685 



Ala Asp Gly 
690 



<210> 16 

<211> 662 

<212> PRT 

<213> mus 

<400> 16 

Met Asp Trp Asp Gin Asp Arg Ser Asn Thr Glu Leu Arg Lys Glu Lys 
15 10 15 



Ser Arg Asp Ala Ala Arg Ser Arg Arg Ser Gin Glu Thr Glu Val Leu 
20 25 30 



Tyr Gin Leu Ala His Thr Leu Pro Phe Ala Arg Gly Val Ser Ala His 
35 40 45 
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Leu Asp Lys Ala Ser lie Met Arg Leu Thr lie Ser Tyr Leu Arg Met 
50 55 60 



His Arg Leu Cys Ala Ala Gly Glu Trp Asn Gin Val Glu Lys Gly Gly 
65 70 75 80 



Glu Pro Leu Asp Ala Cys Tyr Leu Lys Ala Leu Glu Gly Phe Val Met 
85 90 95 



Val Leu Thr Ala Glu Gly Asp Met Ala Tyr Leu Ser Glu Asn Val Ser 
100 105 110 



Lys His Leu Gly Leu Ser Gin Leu Glu Leu lie Gly His Ser lie Phe 
115 120 125 



Asp Phe lie His Pro Cys Asp Gin Glu Glu Leu Gin Asp Ala Leu Thr 
130 135 140 



Pro Arg Pro Asn Leu Ser Lys Lys Lys Leu Glu Ala Pro Thr Glu Arg 
145 150 155 160 



His Phe Ser Leu Arg Met Lys Ser Thr Leu Thr Ser Arg Gly Arg Thr 
165 170 175 



Leu Asn Leu Lys Ala Ala Thr Trp Lys Val Leu His Cys Ser Gly His 
180 185 190 



Met Arg Ala Tyr Lys Pro Pro Ala Gin Thr Ser Pro Ala Gly Ser Pro 
195 200 205 



Arg Ser Glu Pro Pro Leu Gin Cys Leu Val Leu lie Cys Glu Ala lie 
210 215 220 



Pro His Pro Ala Ser Leu Glu Pro Pro Leu Gly Arg Gly Ala Phe Leu 
225 230 235 240 



Ser Arg His Ser Leu Asp Met Lys Phe Thr Tyr Cys Asp Glu Arg lie 
245 250 255 



Ala Glu Val Ala Gly Tyr Ser Pro Asp Asp Leu lie Gly Cys Ser Ala 
260 265 270 



Tyr Glu Tyr lie His Ala Leu Asp Ser Asp Ala Val Ser Arg Ser lie 
275 280 285 



His Thr Leu Leu Ser Lys Gly Gin Ala Val Thr Gly Gin Tyr Arg Phe 
290 295 300 



Leu Ala Arg Thr Gly Gly Tyr Leu Trp Thr Gin Thr Gin Ala Thr Val 
305 310 315 320 



Val Ser Gly Gly Arg Gly Pro Gin Ser Glu Ser lie lie Cys Val His 
325 330 335 



Phe Leu lie Ser Arg Val Glu Glu Thr Gly Val Val Leu Ser Leu Glu 
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340 345 350 



Gin Thr Glu Gin His Thr Arg Arg Pro Pro Arg Leu Ser Ala Ser Ser 
355 360 365 



Gin Lys Gly lie Pro Gly Asn Ser Val Asp Ser Pro Ala Pro Arg lie 
370 375 380 



Leu Ala Phe Leu His Pro Pro Ala Leu Ser Glu Ala Ser Leu Ala Ala 
385 390 395 400 



Asp Pro Arg Arg Phe Cys Ser Pro Asp Leu Arg Arg Leu Met Ala Pro 
405 410 415 



lie Leu Asp Gly Pro Pro Pro Ala Ala Thr Pro Ser Thr Pro Gin Ala 
420 425 430 



Thr Arg Arg Pro Gin Ser Pro Leu Pro Ala Asp Leu Pro Asp Lys Leu 
435 440 445 



Ala Val Gly Leu Glu Asn Ala His Arg Leu Ser Thr Ala Gin Lys Asn 
450 455 460 



Lys Thr Val Glu Thr Asp Leu Asp lie Ala Gin Asp Ser Asp Thr Leu 
465 470 475 480 



Asp Leu Glu Met Leu Ala Pro Tyr lie Ser Met Asp Asp Asp Phe Gin 
485 490 495 



Leu Asn Ser Ser Glu Gin Leu Pro Lys Val His Arg Arg Pro Pro Arg 
500 505 510 



Val Ala Arg Arg Pro Arg Ala Arg Ser Phe His Gly Leu Ser Pro Pro 
515 520 525 



lie Pro Glu Pro Ser Leu Leu Pro Arg Trp Gly Ser Asp Pro Arg Leu 
530 535 540 



Asn Cys Ser Ser Pro Ser Arg Gly Asp Arg Pro Thr Ala Ser Leu Met 
545 550 555 560 



Pro Gly Thr Arg Lys Arg Ala Leu Ala Gin Ser Ser Glu Asp Lys Gly 
565 570 575 



Leu Glu Leu Leu Glu lie Lys Pro Pro Lys Arg Ser Pro Arg Leu Glu 
580 585 590 



Pro Gly Ser Phe Leu Leu Pro Pro Leu Ser Leu Ser Phe Leu Leu Gin 
595 600 605 



Gly Arg Gin Leu Leu Gly Asn Gin Gin Asp Pro Arg Ala Pro Leu Val 
610 615 620 



His Ser His Glu Pro Leu Gly Leu Ala Pro Ser Leu Leu Ser Leu Cys 
625 630 635 640 
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Gin His Glu Glu Thr Val Gin Pro Arg Asn His Phe Pro Pro Ala Ala 
645 650 655 



Gly Leu Gly Gin Thr His 
660 



<210> 17 

<211> 1246 

<212> PRT 

<213> Homo sapiens 

<400> 17 

Met Asn Gly Tyr Ala Glu Phe Pro Pro Ser Pro Ser Asn Pro Thr Lys 
15 10 15 



Glu Pro Val Glu Pro Gin Pro Ser Gin Val Pro Leu Gin Glu Asp Val 
20 25 30 



Asp Met Ser Ser Gly Ser Ser Gly His Glu Thr Asn Glu Asn Cys Ser 
35 40 45 



Thr Gly Arg Asp Ser Gin Gly Ser Asp Cys Asp Asp Ser Gly Lys Glu 
50 55 60 



Leu Gly Met Leu Val Glu Pro Pro Asp Ala Arg Gin Ser Pro Asp Thr 
65 70 75 80 



Phe Ser Leu Met Met Ala Lys Ser Glu His Asn Pro Ser Thr Ser Gly 
85 90 95 



Cys Ser Ser Asp Gin Ser Ser Lys Val Asp Thr His Lys Glu Leu lie 
100 105 110 



Lys Thr Leu Lys Glu Leu Lys Val His Leu Pro Ala Asp Lys Lys Ala 
115 120 125 



Lys Gly Lys Ala Ser Thr Leu Ala Thr Leu Lys Tyr Ala Leu Arg Ser 
130 135 140 



Val Lys Gin Val Lys Ala Asn Glu Glu Tyr Tyr Gin Leu Leu Met Ser 
145 150 155 160 



Ser Glu Gly His Pro Cys Gly Ala Asp Val Pro Ser Tyr Thr Val Glu 
165 170 175 



Glu Met Glu Ser Val Thr Ser Glu His lie Val Lys Asn Ala Asp Met 
180 185 190 



Phe Ala Val Ala Val Ser Leu Val Ser Gly Lys lie Leu Tyr lie Ser 
195 200 205 



Asp Gin Val Ala Ser lie Phe His Cys Lys Arg Asp Ala Phe Ser Asp 
210 215 220 
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Ala Lys Phe Val Glu Phe Leu Ala Pro His Asp Val Gly Val Phe His 
225 230 235 240 



Ser Phe Thr Ser Pro Tyr Lys Leu Pro Leu Trp Ser Met Cys Ser Gly 
245 250 255 



Ala Asp Ser Phe Thr Gin Glu Cys Met Glu Glu Lys Ser Phe Phe Cys 
260 265 270 



Arg Val Ser Val Arg Lys Ser His Glu Asn Glu lie Arg Tyr His Pro 
275 280 285 



Phe Arg Met Thr Pro Tyr Leu Val Lys Val Arg Asp Gin Gin Gly Ala 
290 295 300 



Glu Ser Gin Leu Cys Cys Leu Leu Leu Ala Glu Arg Val His Ser Gly 
305 310 315 320 



Tyr Glu Ala Pro Arg lie Pro Pro Glu Lys Arg lie Phe Thr Thr Thr 
325 330 335 



His Thr Pro Asn Cys Leu Phe Gin Asp Val Asp Glu Arg Ala Val Pro 
340 345 350 



Leu Leu Gly Tyr Leu Pro Gin Asp Leu lie Glu Thr Pro Val Leu Val 
355 360 365 



Gin Leu His Pro Ser Asp Arg Pro Leu Met Leu Ala lie His Lys Lys 
370 375 380 



lie Leu Gin Ser Gly Gly Gin Pro Phe Asp Tyr Ser Pro lie Arg Phe 
385 390 395 400 



Arg Ala Arg Asn Gly Glu Tyr lie Thr Leu Asp Thr Ser Trp Ser Ser 
405 410 415 



Phe lie Asn Pro Trp Ser Arg Lys lie Ser Phe lie lie Gly Arg His 
420 425 430 



Lys Val Arg Val Gly Pro Leu Asn Glu Asp Val Phe Ala Ala His Pro 
435 440 445 



Cys Thr Glu Glu Lys Ala Leu His Pro Ser lie Gin Glu Leu Thr Glu 
450 455 460 



Gin lie His Arg Leu Leu Leu Gin Pro Val Pro His Ser Gly Ser Ser 
465 470 475 480 



Gly Tyr Gly Ser Leu Gly Ser Asn Gly Ser His Glu His Leu Met Ser 
485 490 495 



Gin Thr Ser Ser Ser Asp Ser Asn Gly His Glu Asp Ser Arg Arg Arg 
500 505 510 



Arg Ala Glu lie Cys Lys Asn Gly Asn Lys Thr Lys Asn Arg Ser His 
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515 520 525 



Tyr Ser His Glu Ser Gly Glu Gin Lys Lys Lys Ser Val Thr Glu Met 
530 535 540 



Gin Thr Asn Pro Pro Ala Glu Lys Lys Ala Val Pro Ala Met Glu Lys 
545 550 555 560 



Asp Ser Leu Gly Val Ser Phe Pro Glu Glu Leu Ala Cys Lys Asn Gin 
565 570 575 



Pro Thr Cys Ser Tyr Gin Gin lie Ser Cys Leu Asp Ser Val lie Arg 
580 585 590 



Tyr Leu Glu Ser Cys Asn Glu Ala Ala Thr Leu Lys Arg Lys Cys Glu 
595 600 605 



Phe Pro Ala Asn Val Pro Ala Leu Arg Ser Ser Asp Lys Arg Lys Ala 
610 615 620 



Thr Val Ser Pro Gly Pro His Ala Gly Glu Ala Glu Pro Pro Ser Arg 
625 630 635 640 



Val Asn Ser Arg Thr Gly Val Gly Thr His Leu Thr Ser Leu Ala Leu 
645 650 655 



Pro Gly Lys Ala Glu Ser Val Ala Ser Leu Thr Ser Gin Cys Ser Tyr 
660 665 670 



Ser Ser Thr lie Val His Val Gly Asp Lys Lys Pro Gin Pro Glu Leu 
675 680 685 



Glu Met Val Glu Asp Ala Ala Ser Gly Pro Glu Ser Leu Asp Cys Leu 
690 695 700 



Ala Gly Pro Ala Leu Ala Cys Gly Leu Ser Gin Glu Lys Glu Pro Phe 
705 710 715 720 



Lys Lys Leu Gly Leu Thr Lys Glu Val Leu Ala Ala His Thr Gin Lys 
725 730 735 



Glu Glu Gin Ser Phe Leu Gin Lys Phe Lys Glu lie Arg Lys Leu Ser 
740 745 750 



lie Phe Gin Ser His Cys His Tyr Tyr Leu Gin Glu Arg Ser Lys Gly 
755 760 765 



Gin Pro Ser Glu Arg Thr Ala Pro Gly Leu Arg Asn Thr Ser Gly lie 
770 775 780 



Asp Ser Pro Trp Lys Lys Thr Gly Lys Asn Arg Lys Leu Lys Ser Lys 
785 790 795 800 



Arg Val Lys Pro Arg Asp Ser Ser Glu Ser Thr Gly Ser Gly Gly Pro 
805 810 815 



Page 33 



Val Ser Ala Arg Pro Pro Leu Val Gly Leu Asn Ala Thr Ala Trp Ser 
820 825 830 



Pro Ser Asp Thr Ser Gin Ser Ser Cys Pro Ala Val Pro Phe Pro Ala 
835 840 845 



Pro Val Pro Ala Ala Tyr Ser Leu Pro Val Phe Pro Ala Pro Gly Thr 
850 855 860 



Val Ala Ala Pro Pro Ala Pro Pro His Ala Ser Phe Thr Val Pro Ala 
865 870 875 880 



Val Pro Val Asp Leu Gin His Gin Phe Ala Val Gin Pro Pro Pro Phe 
885 890 895 



Pro Ala Pro Leu Ala Pro Val Met Ala Phe Met Leu Pro Ser Tyr Ser 
900 905 910 



Phe Pro Ser Gly Thr Pro Asn Leu Pro Gin Ala Phe Phe Pro Ser Gin 
915 . 920 925 



Pro Gin Phe Pro Ser His Pro Thr Leu Thr Ser Glu Met Ala Ser Ala 
930 935 940 



Ser Gin Pro Glu Phe Pro Ser Arg Thr Ser lie Pro Arg Gin Pro Cys 
945 950 955 960 



Ala Cys Pro Ala Thr Arg Ala Thr Pro Pro Ser Ala Met Gly Arg Ala 
965 970 975 



Ser Pro Pro Leu Phe Gin Ser Arg Ser Ser Ser Pro Leu Gin Leu Asn 
980 985 990 



Leu Leu Gin Leu Glu Glu Ala Pro Glu Gly Gly Thr Gly Ala Met Gly 
995 1000 1005 



Thr Thr Gly Ala Thr Glu Thr Ala Ala Val Gly Ala Asp Cys Lys 
1010 1015 1020 



Pro Gly Thr Ser Arg Asp Gin Gin Pro Lys Ala Pro Leu Thr Arg 
1025 1030 1035 



Asp Glu Pro Ser Asp Thr Gin Asn Ser Asp Ala Leu Ser Thr Ser 
1040 1045 1050 



Ser Gly Leu Leu Asn Leu Leu Leu Asn Glu Asp Leu Cys Ser Ala 
1055 1060 1065 



Ser Gly Ser Ala Ala Ser Glu Ser Leu Gly Ser Gly Ser Leu Gly 
1070 1075 1080 



Cys Asp Ala Ser Pro Ser Gly Ala Gly Ser Ser Asp Thr Ser His 
1085 1090 1095 
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Thr Ser Lys Tyr Phe Gly Ser lie Asp Ser Ser Glu Asn Asn His 
1100 1105 1110 



Lys Ala Lys Met Asn Thr Gly Met Glu Glu Ser Glu His Phe lie 
1115 1120 1125 



Lys Cys Val Leu Gin Asp Pro lie Trp Leu Leu Met Ala Asp Ala 
1130 1135 1140 



Asp Ser Ser Val Met Met Thr Tyr Gin Leu Pro Ser Arg Asn Leu 
1145 1150 1155 



Glu Ala Val Leu Lys Glu Asp Arg Glu Lys Leu Lys Leu Leu Gin 
1160 1165 1170 



Lys Leu Gin Pro Gly Ser Arg Arg Val Arg Ser Arg Ser Cys Ala 
1175 1180 1185 



Arg Ser Thr Ser Gly Cys Arg Arg Ala Ala Cys Pro Gin Pro Ser 
1190 1195 1200 



Thr Trp Gin Asn Val Phe Thr Val Lys Thr Arg Lys Lys Val lie 
1205 1210 1215 



Phe Ala Tyr His Met Arg Lys lie Phe Leu Leu Trp Asp Ser Ala 
1220 1225 1230 



Lys Cys Arg Thr Pro Lys Lys Thr Lys Met Asp Pro Pro 
1235 1240 1245 



<210> 18 

<211> 585 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Met Gly Ser Phe Ser Ser His Met Thr Glu Phe Pro Arg Lys Arg Lys 
15 10 15 



Gly Ser Asp Ser Asp Pro Ser Gin Ser Gly lie Met Thr Glu Lys Val 
20 25 30 



Val Glu Lys Leu Ser Gin Asn Pro Leu Thr Tyr Leu Leu Ser Thr Arg 
35 40 45 



lie Glu lie Ser Ala Ser Ser Gly Ser Arg Glu Ala His Ser Gin Thr 
50 55 60 



Glu Lys Arg Arg Arg Asp Lys Met Asn Asn Leu lie Glu Glu Leu Ser 
65 70 75 80 



Ala Met lie Pro Gin Cys Asn Pro Met Ala Arg Lys Leu Asp Lys Leu 
85 90 95 



Thr Val Leu Arg Met Ala Val Gin His Leu Arg Ser Leu Lys Gly Leu 
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100 105 110 



Thr Asn Ser Tyr Val Gly Ser Asn Tyr Arg Pro Ser Phe Leu Gin Asp 
115 120 125 



Asn Glu Leu Arg His Leu lie Leu Lys Thr Ala Glu Gly Phe Leu Phe 
130 135 140 



Val Val Gly Cys Glu Arg Gly Lys lie Leu Phe Val Ser Lys Ser Val 
145 150 155 160 



Ser Lys lie Leu Asn Tyr Asp Gin Ala Ser Leu Thr Gly Gin Ser Leu 
165 170 175 



Phe Asp Phe Leu His Pro Lys Asp Val Ala Lys Val Lys Glu Gin Leu 
180 185 190 



Ser Ser Phe Asp lie Ser Pro Arg Glu Lys Leu lie Asp Thr Lys Thr 
195 200 205 



Gly Leu Gin Val His Ser Asn Leu His Ala Gly Arg Thr Arg Val Tyr 
210 215 220 



Phe Gly Ser Arg Arg Ser Phe Phe Cys Arg lie Lys Ser Cys Lys lie 
225 230 235 240 



Ser Val Lys Glu Glu His Gly Cys Leu Pro Asn Ser Lys Lys Lys Glu 
245 250 255 



His Arg Lys Phe Tyr Thr lie His Cys Thr Gly Tyr Leu Arg Ser Trp 
260 265 270 



Pro Pro Asn lie Val Gly Met Glu Glu Glu Arg Asn Ser Lys Lys Asp 
275 280 285 



Asn Ser Asn Phe Thr Cys Leu Val Ala lie Gly Arg Leu Gin Pro Tyr 
290 295 300 



lie Val Pro Gin Asn Ser Gly Glu He Asn Val Lys Pro Thr Glu Phe 
305 310 315 320 



He Thr Arg Phe Ala Val Asn Gly Lys Phe Val Tyr Val Asp Gin Arg 
325 330 335 



Ala Thr Ala He Leu Gly Tyr Leu Pro Gin Glu Leu Leu Gly Thr Ser 
340 345 350 



Cys Tyr Glu Tyr Phe His Gin Asp Asp His Asn Asn Leu Thr Asp Lys 
355 360 365 



His Lys Ala Val Leu Gin Ser Lys Glu Lys He Leu Thr Asp Ser Tyr 
370 375 380 



Lys Phe Arg Ala Lys Asp Gly Ser Phe Val Thr Leu Lys Ser Gin Trp 
385 390 395 400 
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Phe Ser Phe Thr Asn Pro Trp Thr Lys Glu Leu Glu Tyr lie Val Ser 
405 410 415 

Val Asn Thr Leu Val Leu Gly His Ser Glu Pro Gly Glu Ala Ser Phe 
420 425 430 

Leu Pro Cys Ser Ser Gin Ser Ser Glu Glu Ser Ser Arg Gin Ser Cys 
435 440 445 

Met Ser Val Pro Gly Met Ser Thr Gly Thr Val Leu Gly Ala Gly Ser 
450 455 460 

lie Gly Thr Asp lie Ala Asn Glu lie Leu Asp Leu Gin Arg Leu Gin 
465 470 475 480 

Ser Ser Ser Tyr Leu Asp Asp Ser Ser Pro Thr Gly Leu Met Lys Asp 
485 490 495 

Thr His Thr Val Asn Cys Arg Ser Met Ser Asn Lys Glu Leu Phe Pro 
500 505 510 

Pro Ser Pro Ser Glu Met Gly Glu Leu Glu Ala Thr Arg Gin Asn Gin 
515 520 525 

Ser Thr Val Ala Val His Ser His Glu Pro Leu Leu Ser Asp Gly Ala 
530 535 540 

Gin Leu Asp Phe Asp Ala Leu Cys Asp Asn Asp Asp Thr Ala Met Ala 
545 550 555 560 

Ala Phe Met Asn Tyr Leu Glu Ala Glu Gly Gly Leu Gly Asp Pro Gly 
565 570 575 

Asp Phe Ser Asp lie Gin Trp Thr Leu 
580 585 

<210> 19 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 
<400> 19 

cgaggtcgac ggtatcg 17 

<210> 20 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 20 

tctagaacta gtggatc 17 
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0 1 


<211> 


37 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


21 


cccaagctta cgcgtggtct ttgaagtcaa 


<210> 


22 


<211> 


26 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


22 


agctcgaaat taaccctcac taaagg 



37 



26 



<210> 


23 


<211> 


41 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


23 



cgggatcctt acacattggt gttggtacag atgatgtact c 41 



<210> 


24 


<211> 


34 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


24 


gcgtcg, 


actg atgagcagcg gcgccaacat 


<210> 


25 


<211> 


39 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


25 


gataagaatg cggccgcaga tctgggtccg 


<210> 


26 


<211> 


20 


<212> 


DNA 


<213> 


Artificial Sequence 



34 



39 



<220> 

<223> Synthetic Sequence 
<400> 26 

cattacttat ctagagctcg 20 
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<210> 


27 


✓ Oils 


32 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


27 



cgggatcctc atggcggcga ctactgccaa cc 32 



<210> 28 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 28 

gacagttgct tgagtttcaa cc 22 



<210> 29 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 

<400> 29 

ttatgagctt gctcatcagt tgcc 2 4 



<210> 


30 


<211> 


23 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


30 



cctcacacgc aaatagctga tgg 23 



<210> 31 

<211> 35 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Oligonucleotide 
<400> 31 

ccgctcgagt gatgagcagc ggcgccaaca tcacc 35 



<210> 


32 


<211> 


30 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


32 



ccgctcgagt ggcagctaca ggaatccacc 30 



<210> 33 
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<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 

<400> 33 

gcggtaccgg gaccgattca ccatggag 



<210> 


34 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


34 



tcgagctggg cagggtacgt ggcaaggc 



<210> 


35 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Oligonucleotide 


<400> 


35 



tcgagccttg ccacgtaccc tgcccagc 



<210> 36 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 36 

gtaaaacgac ggccagt 



<210> 
<211> 
<212> 
<213> 



37 
19 
DNA 

Artificial 



Sequence 



<220> 

<223> Synthetic Sequence 
<400> 37 

ggaaacagct atgaccatg 



<210> 


38 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


38 



tcgagctggg cagggtgcgt ggcaaggc 



<210> 39 
<211> 28 



<212> DMA 

<213> Artificial Sequence 



<220> 

<223> Synthetic Sequence 
<400> 39 

tcgagccttg ccacgcaccc tgcccagc 



<210> 


40 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


40 



tcgagctggg caggtcacgt ggcaaggc 



<210> 


41 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


41 



tcgagccttg ccacgtgacc tgcccagc 



<210> 


42 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


42 



tcgagctggg caggttgcgt ggcaaggc 



<210> 


43 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


43 



tcgagccttg ccacgcaacc tgcccagc 



<210> 


44 


<211> 


23 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


44 


tactggccac ttactacctg acc 


<210> 


45 


<211> 


22 


<212> 


DNA 




<213> 



Artificial Sequence 



<220> 
<223> 



Synthetic Sequence 



<400> 45 

aaccagagcc atttttgaga ct 



22 



<210> 


46 


<211> 


29 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


46 



gctctagagg ccacagcgac aatgacagc 29 



<210> 47 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 



<210> 48 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 48 

ttaggatgca ggtagtcaaa ca 22 



<210> 49 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 



<210> 50 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 50 

cgggtaccct gggccctacg tgctgtctc 29 



<210> 51 

<211> 32 

<212> DNA 

<213> Artificial Sequence 



<400> 47 

gatcggaggt gttctatgag c 



21 



<400> 49 

gttctccatg gaccagactg a 



21 
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<220> 

<223> Synthetic Sequence 
<400> 51 

cggctagcct ctggcctccc tctccttgat ga 



<210> 52 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 52 

ctgggagcct gcctgccttc a 



<210> 53 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 53 

cccaaggaga ggcgtgat 

<210> 54 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 54 

gggatcctcg tcgccactg 



<210> 55 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 55 

atgcagtacc cagacggatt tc 

<210> 56 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 56 

tgcacggtca ccaacagag 

<210> 57 

<211> 19 

<212> DNA 

<213> Artificial Sequence 




32 



21 



18 



19 



22 



19 
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<220> 

<223> Synthetic Sequence 
<400> 57 

ttgccagtcg catgatgga 



<210> 58 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 58 

ctgaacagcc atccttag 



<210> 


59 


<211> 


24 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


59 


agcttgccct acgtgctgtc tcag 


<210> 


60 


<211> 


24 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


60 


aattctgaga cagcacgtag ggca 


<210> 


61 


<211> 


21 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


61 


agaggtgctg cccaggtaga a 


<210> 


62 


<211> 


20 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


62 


caatgatgag ggaaacactg 


<210> 


63 


<211> 


32 


<212> 


DNA 


<213> 


Artificial Sequence 



<223> Synthetic Sequence 
<400> 63 

cgggatcccg tcaactggag atgagcaagg ag 32 



<210> 


64 


<211> 


23 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


64 


ctgcaaaaat ccgatgacct ctt 


<210> 


65 


<211> 


17 


<212> 


DNA 



23 



<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 65 

cgggcagcag cgtcttc 17 

<210> 66 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 66 

gcgtccgcag ccccagttg 19 

<210> 67 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 67 

ttcaatgttc tcatcaaaga gc 22 



<210> 


68 


<211> 


24 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


68 


gaacagtttt atagatgaat tggc 


<210> 


69 


<211> 


22 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 



24 
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<400> 69 

gaggtgtttc aattcatcgt ct 



<210> 


70 


<211> 


27 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


70 



gggatccgtg accgattcac catggag 



<210> 


71 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


71 



ctgcaggtca cacaacgtaa ttcacaca 



<210> 


72 


<211> 


27 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


72 



gggatccgta tgacagctga caaggag 



<210> 


73 


<211> 


29 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


73 



ggtcgacgtc acaggacgta gttgacaca 



<210> 


74 


<211> 


24 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


74 



gaatccatga gcaaggaggc cgtg 



<210> 75 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 



<400> 75 

ggtcgacgtc aaacaacagt gttagttga 



<210> 


76 


<211> 


30 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


76 



gggatgcgta tggatgaaga tgagaaagac 



<210> 


77 


<211> 


26 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


77 


ggtcgacgct agaccgagtg tgtgc 


<210> 


78 


<211> 


21 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


78 


gacagtatca cgcctctcct t 


<210> 


79 


<211> 


21 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


79 


agcggcgtcg ggataaaatg a 


<210> 


80 


<211> 


24 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


80 


atgctgaact gtgccgaaaa ctgt 


<210> 


81 


<211> 


23 


<212> 


DNA 


<213> 


Artificial Sequence 



<220> 

<223> Synthetic Sequence 



<400> 81 



gaacagtggg gtgggtcctc ttt 23 

<210> 82 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 82 

ggaattctga gtctgaac 18 

<210> 83 

<211> 17 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

17 



<400> 


83 


ggaattccac gctcagg 


<210> 


84 


<211> 


47 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<220> 




<221> 


misc feature 


<222> 


(19) • • (31) 


<223> 


nucleotide can be either 



<400> 84 

ggaattctga gtctgaacnn nnnnnnnnnn ncctgagcgt ggattcc 47 



<210> 


85 


<211> 


46 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


85 


gatcggacac gtgaccattg gtcacgtgtc 


<210> 


86 


<211> 


46 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


86 


gatcggtcac gtgtccaatg gacacgtgac 


<210> 


87 


<211> 


46 


<212> 


DNA 


<213> 


Artificial Sequence 



46 



46 



Page 48 



<220> 

<223> Synthetic Sequence 
<400> 87 

gatcggatac gtgaccattg gttacgtgtc cattggatac gtgacc 



<210> 


88 


<211> 


46 


<212> 


DMA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


88 



gatcggtcac gtatccaatg gacacgtaac caatggtcac gtatcc 



<210> 


89 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


89 



tcgagctggg caggtaaggt ggcaaggc 



<210> 


90 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


90 



tcgagccttg ccacgttacc tgcccagc 



<210> 


91 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


91 



tcgagctggg caggtgaggt ggcaaggc 



<210> 


92 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


92 



tcgagccttg ccacgtcacc tgcccagc 



<210> 93 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
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<220> 
<223> 



Synthetic Sequence 



<400> 93 

tcgagctggg cagggtaggt ggcaaggc 



28 



<210> 


94 


<211> 


28 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


94 



tcgagccttg ccacgtaccc tgcccagc 2 8 



<210> 95 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 



<210> 96 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 96 

actgtgtcca atgagctcca g 21 



<210> 97 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 



<210> 98 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 98 

ccccgttact gcctggccct tgctca 2 6 



<210> 99 

<211> 27 

<212> DNA 

<213> Artificial Sequence 



<400> 95 

gccatggcgt tggggtgcag 



20 



<400> 97 

gcctccatca tgcgcctcac aatcagc 



27 



<220> 
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<223> Synthetic Sequence 
<400> 99 

agccgagggg gtctgcgagt atgttgc 



<210> 


100 


<211> 


27 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


100 



gctgctgacc ctcgccgttt ctgtagt 



<210> 


101 


<211> 


33 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


101 



gtcgacgcca ccatggactg ggaccaagac agg 



<210> 


102 


<211> 


27 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


102 



ggatcctcag tgggtctggc ccaagcc 



<210> 


103 


<211> 


25 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


103 



gcggggtgct gggagtggct gctac 



<210> 


104 


<211> 


26 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


104 



gccttcctgc acccgccttc cctgag 



<210> 105 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 




27 



27 



33 



27 



25 



26 
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<400> 105 

gcggccgcaa aaaacaagac cgtggagaca 30 



<210> 


106 


<211> 


42 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


106 



gccctgggag aatagctgtt ggactttggg caattgctca ct 42 



<210> 


107 


<211> 


29 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


107 



gcggccgcct attctgaaaa ggggggaaa 2 9 



<210> 


108 


<211> 


27 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


108 



ccatcctaat acgactcact atagggc 27 



<210> 


109 


<211> 


23 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


109 



actcactata gggctcgagc ggc 23 



<210> 110 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 110 

ggggcacgtg acac 14 



<210> 111 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 
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<400> 111 
ggtacacgtg accc 



<210> 
<211> 
<212> 
<213> 


112 

14 

DNA 

Artificial 


Sequence 


<220> 
<223> 


Synthetic 


Sequence 


<400> 112 
tgaacacgtg accc 




<210> 
<211> 
<212> 
<213> 


113 

14 

DNA 

Artificial 


Sequence 


<220> 
<223> 


Synthetic 


Sequence 


<400> 113 
tgaacacgtg actc 




<210> 
<211> 
<212> 
<213> 


114 

14 

DNA 

Artificial 


Sequence 


<220> 
<223> 


Synthetic 


Sequence 


<400> 114 
gggccacgtg acct 




<210> 
<211> 
<212> 
<213> 


115 

14 

DNA 

Artificial 


Sequence 


<220> 
<223> 


Synthetic 


Sequence 


<400> 115 
gggacacgtg accg 




<210> 
<211> 
<212> 
<213> 


116 

14 

DNA 

Artificial 


Sequence 


<220> 
<223> 


Synthetic 


Sequence 


<400> 116 
ctaacacgtg accg 




<210> 
<211> 
<212> 
<213> 


117 

14 

DNA 

Artificial 


Sequence 


<220> 
<223> 


Synthetic 


Sequence 


<400> 


117 





gaaccacgtg agct 



<210> 118 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 118 
tgaacacgtg acac 

<210> 119 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 119 
gggtcacgtg actc 

<210> 120 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 
<220> 

<221> misc_f eature 

<222> (1) . . (1) 

<223> nucleotide can be either g or 



<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> nucleotide can be either a or 



<400> 120 
ngnacacgtg accc 

<210> 121 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 121 
gccctacgtg accc 

<210> 122 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 122 
gccctacgtg ttcc 




14 



14 



14 



t 



g 

14 



14 



14 
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<210> 123 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 

<400> 123 

gccctacgtg accc 14 

<210> 124 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Sequence 
<220> 

<221> misc_f eature 

<222> (4) . . (4) 

<223> nucleotide can be a, c, t or g 
<220> 

<221> misc_f eature 

<222> (11) . . (11) 

<223> nucleotide can be a, c, t or g 

<400> 124 

gcancacgtg nacc 14 



<210> 


125 


<211> 


16 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


125 



Asp Asn Asp Gin Gly Ser Ser Ser Pro Ser Asn Asp Glu Ala Ala Cys 
15 10 15 



<210> 


126 


<211> 


20 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Sequence 


<400> 


126 



Lys Asp Lys Gly Ser Ser Leu Glu Pro Arg Gin His Phe Asn Ala Leu 
15 10 15 



Asp Val Gly Cys 
20 
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